
SAMN09781762_a1_ct21746: 3,511-10,274 (+)

6 7 8
RusA-like Holliday junction resolvase (CDS_0009)

10 11

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0012)
DNA methyltransferase (CDS_0013)

14
nucleotide kinase (CDS_0015)

16 17 18 19 20 2122dUTPase (CDS_0023)

MGV-GENOME-0347688: 2,877-7,827 (+)

10 11 12

uvig_590590: 2,957-8,674 (+)

10 11 DNA methyltransferase (CDS_0013)

IMGVR_UViG_3300045988_117316|3300045988|Ga0495776_150104: 2,598-9,608 (+)

10
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0011)

12 13 14 15 16 17 23

MGV-GENOME-0339625: 3,230-11,540 (+)

11 12 13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17 18 19 20 21 22

MGV-GENOME-0340412: 3,245-11,849 (+)

11 12 13
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0014)

15 16 17 18 19 20 21 22 MTase_II_00048 Type (CDS_0024)

MGV-GENOME-0322488: 41,319-50,246 (+)

44 45 46 47
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0048)

49 50 51 52 53

MGV-GENOME-0352798: 2,391-11,544 (+)

single strand DNA binding protein (CDS_0004)
8 10 11 12 13 14 15 16

nucleotide kinase (CDS_0017)
18 19 20 21 22 23

MGV-GENOME-0264965: 2,843-11,545 (+)

10 11 12 13 14 15 16
nucleotide kinase (CDS_0017)

18 19 20 21 22 23

MGV-GENOME-0339149: 2,795-13,063 (+)

DNA methyltransferase (CDS_0010) 11 12 13 14 15 16 17
nucleotide kinase (CDS_0018)

19 20 21 22 23 24

IMGVR_UViG_3300045988_086167|3300045988|Ga0495776_051333: 2,421-12,612 (+)

10 11 12 13 14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16 17 18 19 20 21 22 23
nucleotide kinase (CDS_0024)

25 26 27

MGV-GENOME-0280259: 3,480-12,999 (+)

13 14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16 17 18 19 20 21 22 23
nucleotide kinase (CDS_0024)

25 26 27

MGV-GENOME-0339602: 2,421-11,801 (+)

10
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0011)

12 13 14 15 16 17 18 19
nucleotide kinase (CDS_0020)

21 22 23

SAMN09781779_a1_ct6892: 3,251-9,584 (+)

11
nucleotide kinase (CDS_0012)

13 14 15 16 17 MTase_II_00048 Type (CDS_0018)

MGV-GENOME-0348523: 3,245-11,184 (+)

12 13 14 15 16 17 18 19 20
RM_Type_II__Type_II_MTases_FAM_17 (CDS_0022)

23

MGV-GENOME-0349777: 3,239-10,702 (+)

11 12 13 14 15 16 17 18 19 20

SAMN09781789_a1_ct1190: 3,266-11,103 (+)

11 12 13 14 15 16
nucleotide kinase (CDS_0017)

18 19 20 21

uvig_589373: 2,859-9,054 (+)

11 12 13 14 15 16 17 18

uvig_581470: 2,845-9,044 (+)

12
nucleotide kinase (CDS_0013)

14 15 16 17

uvig_303116: 3,504-12,541 (+)

13
MTase_II_00072 Type (CDS_0014)

15

DNA methyltransferase (CDS_0016)

17 18 19 20
nucleotide kinase (CDS_0021)

22 23 24 25

4000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


