transposase (CDS_0076)

69 tRNA-GIn(TTG)
70717273 74 DarB-like antirestriction (CDS_0075) 77 78] 79 8081 82
e e A B LB
uvig 343783:36,546-63,406 (+)
DarB-like antirestriction (CDS_0074) 75
1 1 S B ) | mEm =
IMGVR_UViG_3300045988_097941|3300045988|Ga0495776_032872:36,545-61,801 (+)
80

| 1 | B N
MGV-GENOME-0339602: 38,461-61,714 (+)

DarB-like antirestriction (CDS_0064) 68
Ll o L L | N}
uvig_590590: 33,756-50,308 (+)

77 80
DarB-like antirestriction (CDS_0071) 7273 179

I N A
SAMNO9 781789 a1 ct1190:35,6/7-60,994 (+)

DarB-like antirestriction (CDS_0067) 69
e~ ——————————————————————— T ——————————————————t- e ] )
IMGVR_UViG_3300045988_132232|3300045988|Ga0495776_102131:34,137-59,299 (+)

69
. ] ] ] ..

MGV-GENOME-0347624:34,137-59,419 (+)
69 70 71 72 73

ey OPHHDO-CEHK-D{IOC KA

YN —— g — 1 — ]
Rampelli_SM_03_NODE _66_length_70687_cov_5.610757:34,137-67,184 (+)

81 82 88

e OHHHD O

CAREN T — T —— 1]
SAMNOO0791976_al _ct86961 vs1:39,583-65,834 (+)

79

oo OMHHKICEHIGHD

CERE W [
MGV-GENOME-0339625: 37,920-63,230 (+)

RelE-like toxin (CDS_0068)
6667 69 70 71 72

) Ve s w0 NV N O W, W0V

I | | [ . I S S — . ——
uvig_41972:33,712-72,180 (+)

tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (CDS_0091)
Michele_1A_hits_grouped (CDS_0086)
81 8283 84 85 | 87 88 8990

T e | | | N I S N S S S R . .
Ma_2019_SRR413631_NODE_83_length_78230_cov_18.586313:39,583-76,214 (+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0089)
Holliday junction resolvase (CDS_0094)
terminase large subunit (CDS_0100)
anti-TA (APIS117) (CDS_0090) \ head morphogenesis (CDS_0102)
transcriptional regulator (CDS_0083)| DNA helicase (CDS_0095) major head protein (CDS_0105)
exonuclease (CDS_0088) portal protein (CDS_0101) ~ fail length tape measure protein (CDS_0112)

85 96 108 111
86 DNA helicase (CDS_00 3)L98 103 107 110
82 | 84]87 91 92 | | 97799 J104 | 106 109 |

e e e 1} —

IMGVR_UViG_3300045988_088939|3300045988|Ga0495776_165083:39,219-89,655 (+)

[ 20000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function
L]

defence (DefenseFinder) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene
I N




