tail protein (CDS_0019) tail fiber protein (CDS_0023)

baseplate protein (CDS_0021) Holliday junction resolvase (CDS_0027)
18 20 tail protein (CDS_0022) 24 25 DNA helicase (CDS_0026) 28 29 terminase small subunit (CDS_0030)
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SRS019389 al ct10588 vs01: 14,252-26,528 (+)
tail fiber protein (CDS_0023)
tail protein DNA helicase (CDS_0024)25 26 27  terminase small subunit (CDS_0028)
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MGV-GENOME-0162023: 14,249-22,058 (+)
tail fiber protein (CDS_0023)

OTU_5802:15,419-19,663 (+)
dUTPase (CDS_0027)
tail fiber protein (CDS_0023)24 25 26 28 29 30 terminase small subunit (CDS_0031)
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MGV-GENOME-0163154: 14,258-22,204 (+)
dUTPase (CDS_0026)

tail fiber protein (CDS_0023) 24 25 27 28 terminase small subunit (CDS_0029)
— | I [ T '
uvig_455169:14,257-21,736 (+)
tail fiber protein (CDS_0023) 24 25 26 27 28 29 30 31 terminase small subunit (CDS_0032)

SRS147140 _al ct125687 vs01:14,675-23,044 (+)
tail fiber protein (CDS_0023) 24 25

N
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27 28 29 terminase small subunit (CDS_0030)

MG\/ GENOME-0161712:14,259-22,016 (+)
RM__ Type_|_MTases_FAM_0 (CDS_0029)
tail fiber protein (CDS_0023) 24 25 26 27 28 30
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OTU_5269:14,261-21,956 (+)
RusA-like Holliday junction resolvase (CDS_0027)
metal-dependent hydrolase (CDS_0023)
DnaC-like helicase loader (CDS_0026)
replication initiation protein (CDS_0025)
tail fiber protein (CDS_0022) | 24 | | 28 29 30 terminase small subunit (CDS_0031)
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MGV-GENOME-0175235:14,252-23,917 (+)
RusA-like Holliday junction resolvase (CDS_0028)
metal-dependent hydrolase (CDS_0024)
DnaC-like helicase loader (CDS_0027)
replication initiation protein (CDS_0026)
tail fiber protein (CDS_0023) \ 25 \ \ 29 terminase small subunit (CDS_0030)

RS024498_a1_ct23681_vs01:15,431-24,916 (+)

(%)

RusA-like Holliday junction resolvase (CDS_0026)
DnaC-like helicase loader (CDS_0025) terminase small subunit (CDS_0031)
replication initiation protein (CDS_0024) RM_ Type_|_ MTases_FAM_0 (CDS_0033)
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endolysin (CDS_0033)

tail fiber protein (CDS_0023) 24 25 26 2728 29 30 31 32 34 terminase small subunit (CDS_0035)
) b ! ________________________________________________; | ___§ |
Norman_78_NODE_6_length_26592_cov_64.070279: 15,419-26,559 (+)

endolysin (CDS_0032)

tail fiber protein (CDS_0023) 24 25 2627 28 30 31 33 terminase small subunit (CDS_0034)
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b ,684 (+)

tail fiber protein (CDS_0029) endolysin (CDS_0033)
tail fiber protein (CDS_0023) 24 25 26 27 28 30 31 32 34 terminase small subunit (CDS_0035)
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GV-GENOME-0186436: 14,249-25,637 (+)

<

endolysin (CDS_0031)
tail fiber protein (CDS_0028) transcriptional repressor (CDS_0033)

tail fiber protein (CDS_0023) 24 25 2627 29 30 \ 32 T terminase small subunit (CDS_0034)
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OTU_4645:14,669-24,991 (+)
excisionase (CDS_0033)
endolysin (CDS_0031)
tail fiber protein (CDS_0023) 24 25 2627 28 29 30 32 34
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OTU_4420:15,419-26,577 (+)
tail fiber protein (CDS_0023) endolysin (CDS_0033)
24 25 26 27 28 29 30 3132 34
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OTU_4727:14,522-24,560 (+)
endolysin (CDS_0031)
tail fiber protein (CDS_0028)
tail fiber protein (CDS_0023) 24 25 2627 29 30 32 integrase (CDS_0033) 34
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OTU_4506: 14,249-25,605 (+)

terminase small subunit (CDS_0036)

endolysin (CDS_0029) AbiD__AbiD (CDS_0033) RM__Type_|_MTases_FAM_0 (CDS_0037)
tail fiber protein (CDS_0023) 24 25 26 27 28 30 31 integrase (CDS_0032) 34 35 \ 38

OTU_4177:14,261-28,531 (+)

tail fiber protein (CDS_0023) endolysin (CDS_0030) RM__Type_|_MTases_FAM_0 (CDS_0034)
24 25 26 27 28 29 31 32 terminase small subunit (CDS_&SS) 35
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MGV-GENOME-4397458:14,261-25,597 (+)
terminase small subunit (CDS_0032)
endolysin (CDS_0029) RM_Type_l_MTases_FAM_O (CDS_0033)
23 24 25 26 27 28 30 31 | 34

MGV-GENOME-0184147:14,258-25,286 (+)

endolysin (CDS_0029)
tail fiber protein (CDS_0023) 24 25 26 27 28 30 31 integrase (CDS_0032) terminase small subunit (CDS_0033)
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MGV-GENOME-0180761:14,261-24,742 (+)

endolysin (CDS_0029)
tail fiber protein (CDS_0023) 24 25 26 27 28 30 31

w
N
w
@
w
i

MGV GENOME-4389290: 14,258-24,466 (+)
endolysin (CDS_0029) RM__Type_|_MTases_FAM_0 (CDS_0033)
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MGV-GENOME-0180235: 14,258-24,682 (+)

endolysin (CDS_0029) RusA-like Holliday junction resolvase (CDS_0033)
tail fiber protein (CDS_0023) 24 2526 27 28 30 31 32 34 35 36 37 38
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MGV-GENOME-0209961:14,258-27,019 (+)

endolysin (CDS_0029) dUTPase (CDS_0035)
23 24 25 26 27 28 30 31 32 33 34 36 37 terminase small subunit (CDS_0038)
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MGV-GENOME-0193129:14,264-26,739 (+)
endolysin (CDS_0028)
tail fiber protein (CDS_0023) 24 25 26 27 29 30 31 Hpt(VF0264) (CDS_0032) 33 34 terminase small subunit (CDS_0035)
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SAMNO5827168_al_ct6256_vs1:15,433-27,567 (+)
tail fiber protein (CDS_0011) 10
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SR80214% al ct37724 vs1:112-9,062 (-)
tail fiber protein (CDS_0023) 24 25 26 27 28
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OTU_5539:14,261-20,537 (+)
excisionase (CDS_0036)
dUTPase (CDS_0039)
23 24 2526 27 28 29 30 31 32 33 34 35 37 38 40 41 42 43
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MGV-GENOME-0199457: 14,258-27,844 (+)
tail fiber protein (CDS_0023) endolysin (CDS_0032) excisionase (CDS_0035)
24 25 26 27 28 29 30 31 33 34 36  terminase small subunit (CDS_0037)
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OTU | 4547:14,258-25,668 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail transcriptionregulation unknown function defence (DefenseFinder)
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virulence (VFDB) tRNA pseudogene
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