
IMGVR_UViG_3300045988_149309|3300045988|Ga0495776_158379: 44,428-53,741 (+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0047)

48 49 50 51 52 53
transcriptional repressor (CDS_0054)

55 56 DNA primase (CDS_0057) 58 59

IMGVR_UViG_3300045988_156594|3300045988|Ga0495776_152687: 35,405-45,598 (+)

44 45 46 PD-T7-4__PD-T7-4 (CDS_0049)

MGV-GENOME-0296457: 36,062-45,363 (+)

43 44

MGV-GENOME-0316819: 39,202-46,779 (+)

exonuclease 45 46 49 DNA primase (CDS_0050)

MGV-GENOME-0270584: 27,517-36,843 (+)

endolysin (CDS_0025) 30 31

IMGVR_UViG_3300029514_000144|3300029514|Ga0244787_100136|84458-129428: 34,411-44,592 (+)

42 43 50

IMGVR_UViG_3300045988_117005|3300045988|Ga0495776_029006: 29,593-40,067 (+)

34 35

MGV-GENOME-0281008: 32,192-42,052 (+)

35 36 43

IMGVR_UViG_3300029819_000238|3300029819|Ga0245024_100123|6366-51745: 34,528-45,000 (+)

44 45 DNA binding protein (CDS_0048)

SAMN05826745_a1_ct5186_vs1: 30,523-40,679 (+)

29 34 35

MGV-GENOME-0325001: 38,498-50,152 (+)

46 47
RnlAB__RnlB (CDS_0048)

RnlAB__RnlA (CDS_0049) 52

IMGVR_UViG_3300029564_000020|3300029564|Ga0244919_100870: 28,538-39,912 (+)

31
RnlAB__RnlB (CDS_0032)

RnlAB__RnlA (CDS_0033)

IMGVR_UViG_3300045988_156426|3300045988|Ga0495776_188645: 40,700-50,152 (+)

46 47
RnlAB__RnlB (CDS_0048)

RnlAB__RnlA (CDS_0049) 52 53 DNA primase (CDS_0054)

IMGVR_UViG_3300045988_126193|3300045988|Ga0495776_177604: 39,486-47,275 (+)

48 51 DNA primase (CDS_0052)

IMGVR_UViG_3300045988_137117|3300045988|Ga0495776_116915: 40,545-48,025 (+)

48 51 DNA primase (CDS_0052)

MGV-GENOME-0299304: 36,831-46,055 (+)

45 46 49

MGV-GENOME-0220555: 20,325-29,549 (+)

31 32

MGV-GENOME-0260517: 31,879-38,228 (+)

38

IMGVR_UViG_3300045988_140660|3300045988|Ga0495776_135623: 32,691-42,394 (+)

37 38

MGV-GENOME-0282766: 33,485-42,394 (+)

37 41 DNA primase (CDS_0042)

SAMN00792066_a1_ct7663_vs1: 51,440-58,400 (+)

66

MGV-GENOME-0303175: 28,575-35,153 (+)

40 41 42

MGV-GENOME-0295055: 34,163-40,416 (+)

43

4000 nt

DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function defence (DefenseFinder)


