radical SAM domain-containing protein (CDS_0022)
endolysin (CDS_0025)

tail protein (CDS_0019) 24 excisionase and transcriptional regulator (CDS_0031)
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MGV-GENOME-0305569:22,412-35,974 (+)
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MGV-GENOME-0316819:22,416-34,631 (+)
26 27 28 29 30 endonuclease (CDS_0037)
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MGV-GENOME-0325001:22,112-35,877 (+)
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IMGVR_UViG_3300029819_000238|3300029819|Ga0245024_100123[6366-51745:22,110-31,510 (+)
26 27 28 34 anti-TA (APIS117) (CDS_0035)
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MGV-GENOME-0296827: 22,115-34,907 (+)
26 27 28 34
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IMGVR_UViG_3300029514_000144|3300029514|Ga0244787_100136|84458-129428: 22,425-34,124 (+)
26 27 28 29

MGV-GENOME-0296457:22,896-35,775 (+)
26 27

IMGVR_UViG_3300045988_126193|3300045988|Ga0495776_177604: 22,425-34,109 (+)
26
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MGV-GENOME-0317371:22,115-33,381 (+)

Hemolysin HlyA (VF0646) (CDS_0029)
26 27 28 30 31 tRNA-Ser(CGA)
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IMGVR_UViG_3300029469_000122|3300029469|Ga0244168_100314|2-49009: 22,413-36,880 (+)

anti-RM (APIS108) (CDS_0032)
26 27 28 29 30 31 3334 35 36
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SAMNO0792066_al _ct7663 vs1:22,236-44,147 (+)
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IMGVR_UViG_3300045988_149309|3300045988|Ga0495776_158379:22,416-41,903 (+)
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IMGVR_UViG_3300045988_156594|3300045988|Ga0495776_152687:25,676-32,386 (+)
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