transcriptional regulator (CDS_0032)
tRNA-Ser(GCT) PDC-519_WP_106843225.1 (CDS_0039)
minor head protein (CDS_0025) holin (CDS_0029) Michele_2B_hits_grouped (CDS_0036) DNA polymerase (CDS_0041)
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uvig_486634:17,783-39,945 (+)

transcriptional repressor (CDS_0052)
31 RelE-like toxin (CDS_0036) transcriptional regulator (CDS_0046) Retron_VI_HTH (CDS_0053)
13233 3435] 37 38 3940 41 42 43 4445 47 48 | T 56

1 - N
IMGVR_UViG_3300029443_000153|3300029443|Ga0243848_1000786: 17,766-39,4383 (+)

31 RelE-like toxin (CDS_0036) transcriptional regulator (CDS_0046)
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IMGVR_UViG_3300029434_000140|3300029434|Ga0243855_1000725: 17,784-39,183 (+)
tail length tape measure protein (CDS_0023) RelE-like toxin (CDS_0033) transcriptional regulator (CDS_0043)
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IMGVR_UViG_3300029794_000469|3300029794|Ga0243854_1000639(6236-48981:14,747-36,016 (+)
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