
SRS148424_a1_ct6190_vs01: 17,784-37,066 (+)
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IMGVR_UViG_3300029793_000421|3300029793|Ga0243738_1000368|13427-49639: 17,784-29,495 (+)
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IMGVR_UViG_3300029789_000298|3300029789|Ga0243734_1000383|2589-37690: 17,783-28,681 (+)
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IMGVR_UViG_3300029341_000375|3300029341|Ga0243736_1000232|39466-75678: 17,784-29,495 (+)

30 31 35

IMGVR_UViG_3300029784_000288|3300029784|Ga0243806_1000711|13383-50742: 17,785-30,334 (+)
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IMGVR_UViG_3300014553_000179|3300014553|Ga0134451_100012|57065-92268: 17,784-28,450 (+)
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uvig_326255: 17,779-38,129 (+)
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uvig_486634: 17,783-39,945 (+)
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IMGVR_UViG_3300029443_000153|3300029443|Ga0243848_1000786: 17,766-39,433 (+)
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IMGVR_UViG_3300029434_000140|3300029434|Ga0243855_1000725: 17,784-39,183 (+)
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IMGVR_UViG_3300029794_000469|3300029794|Ga0243854_1000639|6236-48981: 14,747-36,016 (+)
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8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) tRNA


