tRNA-Met(CAT)

41 42 43 4546 47 48 50 51 52 53 54 55 56
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MGV-GENOME-0351049: 37,594-50,504 (+
47 48 49 50
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MGV-GENOME-0350387: 37,129-50,408 (+)

— K ____ """ ‘e §—— — — — — ———§ — |
MGV-GENOME-0348901: 36,440-48,444 (+)

43 DNA polymerase (CDS_0044) 45 48
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43 44 45
MGV-GENOME-0348903: 36,426-49,595 (+)

44 45 46 47
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48 49 50 51
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MGV-GENOME-0350577: 35,972-48,352 (+)

38 39 40 M

MGV-GENOME-0346840: 30,848-43,752 (+)

47 48 49 50
S, S, S S gy WO/ | B, WO, B WS——, W WOy WO——
MGV-GENOME-0351186: 36,508-48,888 (+)

47 48 DNA polymerase (CDS_0049)
S, S E— DD N | O N oy, W N, W "y ——
SRS048164_al _ct5416:37,516-50,426 (+)
47 48 DNA polymerase (CDS_0049)
I (—

N A W—
IMGVR_UViG_7000000492_000028|7000000492|SRS048 1647\/-VU.GcfscaffoId718525: 37,516-50,426 (+)
nucleotide kinase (CDS_0049)

47 48 DNA polymerase (CDS_0050)
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46 47 48  DNA polymerase (CDS_0049)

IMGVR | UVIG 3300045988 070940|3300045988\Ga0495776 137067 36 807 50,235 (+)
46 47 48  DNA polymerase (CDS_0049) HEase 00016 homing (CDS_0050)
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48 49  DNA polymerase (CDS_0050) HEase 00016 homing (CDS_0051)

uvig_543457:37,220-50,601 (+)

47 48 49 50
[ SO, W Doy Wy} W W, Wy W— N N S—" S— m—,
MGV-GENOME-0351707: 36,845-49,216 (+)
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44 45 46
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MGV-GENOME-0335102: 36,783-49,696 (+)
42 48 49 50 51
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MGV-GENOME-0350562: 37,754-50,822 (+)

47 48 49 DNApolymerase (CDS_0050) 51
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HEase_00016 homing (CDS_0052)
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HEase_00016 homing (CDS_0053)

(. N ——— —— —— —— ———§ —— |
MGV-GENOME-0350918:37,997-51,567 (+)

46 47 48 49 HEase_00016 homing (CDS_0050)

| N S
MGV-GENOME-0350226: 36,889-50,490 (+)
HEase_00016 homing (CDS_0047)
44 45 DNA polymerase (CDS_0046) 49 50
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N

uvig_3212:36,651-50,103 (+)
47 46 DNA polymerase (CDS_0045) HEase_00016 homing (CDS_0044)

MGV-GENOME-0329863:20,347-33,799 (-)

43 44 45 HEase_00016 homing (CDS_0046)
MGV-GENOME-0349259:36,460-50,059 (+)
46 48 49 50 DNA polymerase (CDS_0051) HEase_00016 homing (CDS_0052)

uvig_106428:36,558-49,979 (+)
46 47 48 DNA polymerase (CDS_0049) 50 DNA binding protein (CDS_0051)

X :37, ,570 (+)
44 45 46  DNApolymerase (CDS_0047) 48 DNA binding protein (CDS_0049)
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uvig_ 109033 36,667-50,230 (+)
43 48 DNA polymerase (CDS_0049) HEase_00016 homing (CDS_0050)

OTU_358:36,871-49,867 (+)
46 47 48

MGV-GENOME-0349770: 37,125-49,613 (+)
46 DNA polymerase (CDS_0047) HEase_00016 homing (CDS_0048)

I e | | —
IMGVR_UViG_3300045988_121016|3300045988|Ga0495776_003642: 36,865-48,672 (+)

DNA polymerase (CDS_0046) HEase_00016 homing (CDS_0047)

e
MGV-GENOME-0350784: 36,823-48,633 (+)
39 HNH endonuclease (CDS_0040) 44  DNA polymerase (CDS_0045) HEase_00016 homing (CDS_0046)

e — T
uvig 45379:31,861-44,175 (+)
47 49 50 HEase_00016 homing (CDS_0051)
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MGV-GENOME-0349612:36,875-49,727 (+)

45 DNA polymerase (CDS_0046) HEase_00016 homing (CDS_0047)

IMGVR_UViG_3300029782_000008|3300029782|Ga0245253_100458: 36,537-48,883 (+)
46 47 48 HEase_00016 homing (CDS_0049)

I s —
MGV-GENOME-0349956:37,688-50,060 (+)
44 45 HEase_00016 homing (CDS_0046)

e [ [ s S S E—
MGV-GENOME-0350757: 35,362-48,729 (+)

47 DNA polymerase (CDS_0048) HEase_00016 homing (CDS_0049)

| N
uvig 29471:36,502-50,093 (+)
46 47 DNA polymerase (CDS_0048) HEase_00016 homing (CDS_0049)

—— — [ _—  —§ — — ———————— — ] W [ e —— ———— —— ———————
IMGVR_UViG_3300045988_141320|3300045988|Ga0495776_180114:36,524-50,238 (+)

47 48 HEase_00016 homing (CDS_0049)

T ! e e e [ I s S S E—
MGV-GENOME-0350601: 37,022-49,948 (+)

47 DNA polymerase (CDS_0048) HEase_00016 homing (CDS_0049)

I — — s S S S S
uvig 99687:36,827-49,379 (+)

48 DNA polymerase (CDS_0049) HEase_00016 homing (CDS_0050)

IMGVR_UViG_3300045988_106688|3300045988|Ga0495776_118239:35,979-48,863 (+)
48 DNA polymerase (CDS_0049) HEase 00016 homing (CDS_0050)

e e e ]
IMGVR_UViG_3300045988 087033|3300045988|Ga0495776 017415:36,297-49,897 (+)
HEase_00016 homing (CDS_0051)
49 DNA polymerase (CDS_0050) 52

——— —
uvig_567981:36,885-50,030 (+)
48 49 HEase_00016 homing (CDS_0050)

I
MGV-GENOME-0350592: 36,932-49,255 (+)
48 DNA polymerase (CDS_0049) HEase_00016 homing (CDS_0050)

— — —— 1 ____ 1 & §FNI]
IMGVR_UViG_3300045988_106293|3300045988|Ga0495776_003872: 36,816-48,623 (+)
48 49 HEase_00016 homing (CDS_0050)

I — — [ W "§@& — — "} |
MGV-GENOME-0350222: 36,517-50,108 (+)

48 DNA polymerase (CDS_0049) HEase_00016 homing (CDS_0050)

- - a___ _———— T 1] I -
IMGVR_UViG_3300045988_089254|3300045988|Ga0495776_072513: 36,642 49 710 (+)
49 DNA polymerase (CDS_0050) HEase_00016 homing (CDS_0051)

I R
uvig_301841:36,813-49,417 (+)
48 DNA polymerase (CDS_0049) HEase_00016 homing (CDS_0050)

—— E—— B O I s S S S E— S — —
MGV-GENOME-0349615:37,118-49,836 (+)

DNA polymerase (CDS_0050) HEase_00016 homing (CDS_0051)

MGV-GENOME-0329014: 36,815-49,880 (+)
47 HEase_00016 homing (CDS_0048)

MGV-GENOME-0351008: 36,518-49,341 (+)
48 49 HEase_00016 homing (CDS_0050) 56 57 58

e I I I ] s S
MGV-GENOME-0351442: 36,805-50,825 (+)

46 47 HEase_00016 homing (CDS_0048)

I — — T I I I ] S S
MGV-GENOME-0348991:36,265-49,776 (+)

48 49 'HEase_00016 homing (CDS_0050)

MGV- GENOME 0350542: 36,866-49,846 (+)
47 48 49 50

T — I
MGV-GENOME-0350209: 36,991-49,367 (+)
44 45 46 47

| S
MGV-GENOME-0348449:34,596-46,972 (+)
49 DNA polymerase (CDS_0050) 51 52

IMGVR_UViG_3300045988_088752|3300045988|Ga0495776_137085: 36,870-49,183 (+)
HNH endonuclease (CDS_0046)
44  DNA polymerase (CDS_0045) HNH endonuclease (CDS_0048)

—— E—
uvig_153011_:37,592-48,843 (+)

———
uvig_546601:39,492-50,994 (+)

MGV-GENOME-0349683: 38,220-49,708 (+)

MGV-GENOME-0351644: 36,627-49,390 (+)
46 DNA polymerase (CDS_0047)

— EEEEs——E SEeessssssssss 0 B B SEESS— S S S E— —
uvig 266682:36,558-47,965 (+)

4950 51

e
MGV-GENOME-0350532: 36,976-48,588 (+)
48 DNA polymerase (CDS_0049)

I
uvig_253730: 36,815-48,266 (+)
39 45 HEase_00016 homing (CDS_0049)

S E—
MGV-GENOME-0350236: 36,234-48,275 (+)

I — N I R —
IMGVR_UViG_3300029888_000003|3300029888|Ga0245333_100190: 36,429-48,756 (+)

I S E—— B E R R S S E— E—
uvig_509413:36,106-47,982 (+)

45 46 HEase_00016 homing (CDS_0050)

il

MGV-GENOME-0351291: 36,545-49,087 (+)
4445 46

e — - ]
Norman_118 NODE _4 length 79269 _cov_23.483008: 36,174-48,561 (+)

45 46
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uvig_382671:36,378-47,913 (+)
44 45 49

MGV-GENOME-0351199: 37,804-49,654 (+)
4 45 49

MGV-GENOME-0350642: 36,175-47,840 (+)
46 47

I E—— B N EEsss—— E_E
IMGVR_UViG_3300045988_127886|3300045988|Ga0495776_137206:36,537-48,334 (+)
47

‘ S
o

uvig_313835:38,089-50,694 (+)

LB
IMGVR_UViG_3300045988_102792|3300045988|Ga0495776_003952: 37,386-49,196 (+)

MGV-GENOME-0350090: 36,173-48,559 (+)

e —
MGV-GENOME-0349421:36,811-47,415 (+)
40 4445

—— —
MGV-GENOME-0349142:36,723-47,278 (+)

EEE——
uvig_302467:36,455-47,042 (+)

MGV-GENOME-0340246: 35,440-45,463 (+)

uvig 163951:36,222-47,508 (+)
50 49

L

MGV-GENOME-0331558:22,679-34,483 (-)

?

MGV-GENOME-0351637:36,247-47,521 (+)
4748

uvig 4917_:36,311-47,036 (+)

I E——
MGV-GENOME-0351173:36,402-47,261 (+)

——
MGV-GENOME-0351071:36,115-47,163 (+)

I . I — N W
IMGVR_UViG_3300045988_087929|3300045988|Ga0495776_017425: 36,209-46,802 (+)

uvig_428825:36,182-46,714 (+)

uvig 555425:36,489-47,557 (+)

— I I s s S E—
uvig_163671:36,105-46,655 (+)

E

IMGVR_UViG_3300045988_094065|3300045988|Ga0495776_004074: 36,282-46,882 (+)

44 45

O 1 [ S S
MGV-GENOME-0338090: 36,148-46,736 (+)

32 31

E——
uvig_326686:14,064-24,591 (-)

uvig_150376:35,856-47,015 (+)

uvig_266888:36,155-46,693 (+)

I — R E—
MGV-GENOME-0350200: 36,410-48,200 (+)

MGV-GENOME-0339362: 34,310-45,584 (+)
46 47 48

E

IMGVR_UViG_3300045988_123358|3300045988|Ga0495776_003974:36,419-46,947 (+)

46 47 48

e N ]
IMGVR_UViG_3300030439_000016|3300030439|Ga0238497_10002: 36,668-47,197 (+)

45 46

|

IMGVR_UViG 3300045988 137595|3300045988\Ga0495776 048791:36,112-47, 697( )
49 DNA polymerase (CDS_0050)

s ]
MGV-GENOME-0334713:36,819-48,218 (+)
50 51 DNA polymerase (CDS_0052)

|MGVR?UV|6733OOO459887137324|3300045988\Ga04957767118308. 36,841-48,865 (+)
49 50 DNA polymerase (CDS_0051)

———
IMGVR_UViG_3300045988_092665|3300045988|Ga0495776_048831:36,828-50,998 (+)

43 44 45

N E— E—
MGV-GENOME-0349712: 35,643-46,224 (+)

I E—
MGV-GENOME-0350482: 36,740-48,160 (+)

uvig 112426:36,749-48,086 (+)

I E—
MGV-GENOME-0349551:36,351-48,395 (+)

4344 47
Uvig_111819: 36,252-48,135 (+)
43 44 46

4344
e e B B ) I 1 I

MGV- GENOME 0348404: 38,055-50,193 (+)
47 48 49 DNA polymerase (CDS_0050)

uvig_159782:37,714-50,401 (+)
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MGV-GENOME-0350604: 36,862-49,858 (+)

46 47 48 49

MGV-GENOME-0349988: 36,666-49,543 (+)
48 DNA polymerase (CDS_0049)

I E—— N E—
IMGVR_UViG_3300045988_116518|3300045988|Ga0495776_137219: 37 796 49422( )
46 47

e B E B R E—
MGV-GENOME-0348786:37,169-48,263 (+)

42 DNA polymerase (CDS_0043)

I

uvig 63945:31,971-43,648 (+)
nucleotide kinase (CDS_0051)
49 50 |  DNApolymerase (CDS0052)

e ——
uvig_177254:36,825-49,343 (+)

— — - — ————— 1]
MGV-GENOME-0349597:36,899-48,964 (+)
41 48 49 50 51

I — ——
MGV-GENOME-0345994: 37,130-50,121 (+)

MGV-GENOME-0350043: 37,220-49,691 (+)
48 50 51 DNA polymerase (CDS_0052)

P i s e e . I
IMGVR_UViG_3300045988_130986|3300045988|Ga0495776_017428: 38,524-50,631 (+)
45 46 47  DNA polymerase (CDS_0048)

I R B e W W —
IMGVR_UViG_3300045988_104905|3300045988|Ga0495776_118417:36,566-48,494 (+)
47 48 49  DNA polymerase (CDS_0050)

I R R S W I ) SO s S R E—
IMGVR_UViG_3300045988_080780|3300045988|Ga0495776_100293: 37,118-49,225 (+)

47 48 49  DNA polymerase (CDS_0050)

| . E—
uvig 541651:37,183-49,661 (+)
47 48 49 50

MGV-GENOME-0350135: 36,745-49,592 (+)

nucleotide kinase (CDS_0048)
46 47 DNA polymerase (CDS_0049)

I
i

uvig 87605 36,655-49,700 (+)
42 43 44  DNA polymerase (CDS_0045)

S e e — —
IMGVR_UViG_3300045988_093590|3300045988|Ga0495776_100365: 33,654-47,305 (+)

HNH endonuclease (CDS_0047)
48 49 50 51

i#

e e — EEs— T e s S R E—
GV-GENOME-0352520: 36,743-49,647 (+)

<

47 48 49 50

MGV-GENOME-0352246: 37,228-50,438 (+)
47 48 49

w
o

MGV- GENOME 0349836: 36,757-49,234 (+)
45 46 47  DNA polymerase (CDS_0048)

- —c.
IMGVR_UViG_3300045988_097399|3300045988|Ga0495776_118192:36,058-48,571 (+)

46 47 48 49

MGV-GENOME-0350632: 36,742-49,787 (+)
50 51 52 53

MGV-GENOME-0348439:38,005-50,114 (+)
47 48 49 50
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MGV-GENOME-0351527:37,407-49,367 (+)

46 44 43 42 41

MGV-GENOME-0339915:20,266-33,212 (-)
45 46 47  DNApolymerase (CDS_0048)

uvig_300015: 36,693-48,789 (+)
47 48 49 50

MGV- GENOME 0338596:36,958-49,077 (+)
39 44 45 46

MGV- GENOME 0350122:36,661-49,416 (+)
45 48 49 50 DNApolymerase (CDS_0051)

vig 270648. 37,141-49,900 (+)
41 42 43

MGV-GENOME-0338683: 28,534-41,296 (+)
45 46 47 48

MGV-GENOME-0347328:37,114-49,429 (+)

MGV-GENOME-0351166:40,317-52,152 (+)

HNH endonuclease (CDS_0046)
47 48 49

;ﬁ

MGV-GENOME-0350507: 39,607-51,894 (+)
42 43 a4

| 1 [ W —
MGV-GENOME-0338756: 33,449-43,789 (+)

DNA polymerase (CDS_0047)

|
uvig_204855:21,949-32,237 (-)
46 47 48 DNA polymerase (CDS_0049)

I
uvig_84766:39,892-51,713 (+)
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MGV-GENOME-0351404: 39,892-50,341 (+)

46 47 48 49

uvig 337301:40,904-52,726 (+)
47 48 49 50

uvig_320776:40,344-52,179 (+)
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MGV-GENOME-0351924: 39,450-50,885 (+)
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IMGVR_UViG_3300045988_105648|3300045988|Ga0495776_155504:41,003-51,971 (+)
47 48 49 HNH endonuclease (CDS_0050)

——
uvig_20085:39,376-52,199 (+)
47 48 49 50 51

I S —
MGV-GENOME-0353485:41,361-54,911 (+)
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MGV-GENOME-0341581:23,003-35,819 (-)
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MGV-GENOME-0341774:40,359-53,178 (+)

L

u

| |
IS
hiy
IS
N

‘ S
w

MGV-GENOME-0348955:34,306-47,865 (+)

HNH endonuclease (CDS_0046)
47 48 49
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MGV-GENOME-0350652: 38,874-52,143 (+)

47 48 49 51

I
uvig_303092:38,596-51,468 (+)
47 48 DNA polymerase (CDS_0049)

uvig_378472:37,513-50,676 (+)

MGV-GENOME-0352849:37,313-50,449 (+)

MGV-GENOME-0342794:28,415-41,602 (+)

MGV-GENOME-0348347:39,369-52,550 (+)
47 48 49 50 51

I [ 5 I S ! —
uvig_28115:38,393-52,315 (+)

T S —
MGV-GENOME-0351725:38,975-52,273 (+)

e T ]
MGV-GENOME-0339086:31,331-43,018 (+)

MGV-GENOME-0319356:16,529-28,217 (-)
48 49 50 51 52 53

MGV-GENOME-0351504: 39,469-53,010 (+)

uvig_253621:36,579-49,321 (+)

uvig 33099:26,601-38,287 (-)

MGV-GENOME-0349034: 38,794-51,973 (+)

uvig_567022:38,594-52,449 (+)
46 47 48 49 DNA polymerase (CDS_0050)

— RN W I Il
uvig_211187:38,328-51,980 (+)

DNA polymerase (CDS_0053)
49 50 51 52 54 55
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uvig_390043:41,359-55,450 (+)
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MGV-GENOME-0350149:39,129-52,777 (+)
39 38 37 36 DNA polymerase (CDS_0035)

I —
uvig_202331:16,796-30,444 (-)

MGV-GENOME-0351951:39,593-53,879 (+)
47 48 49 50 DNA polymerase (CDS_0051) 55

uvig_851685:39,593-53,437 (+)
46 47 48 49 50

L e —————————————————————————
MGV-GENOME-0351655: 39,166-52,344 (+)
45 46 47 48

I [ [ e S S [ — —
MGV-GENOME-0351064: 39,938-53,403 (+)

45 46 47 48

IMGVR_UViG_3300045988_118824|3300045988|Ga0495776_031530: 39,938-53,357 (+)
49 50 51 52 53

MGV-GENOME-0350003:39,011-51,755 (+)
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MGV-GENOME-0351235: 38,594-52,357 (+)

w
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MGV-GENOME-0351231:39,662-52,525 (+)
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o

MGV-GENOME-0347645:38,660-51,531 (+)
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MGV-GENOME-0350819:40,411-53,281 (+)
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SbeD-like subunit of palindrome specific endonuclease (CDS_0026)

w
N

exonuclease (CDS_0028)

S —— | E—
MGV-GENOME-0332060: 13,863-27,693 (-)
47 48 49

v
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MGV-GENOME-0351599:37,349-51,177 (+)

MGV-GENOME-0351137:37,102-51,350 (+)

MGV-GENOME-0350332: 37,356-51,096 (+)
42 45 47 48 49  DNApolymerase (CDS_0050) 51 DNA binding protein (CDS_0052)

B e e e e e b |
IMGVR_UViG_3300045988_089250|3300045988|Ga0495776_003688: 36,647-50,902 (+)
5000 nt {
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) tRNA pseudogene
I I




