
MGV-GENOME-0279217: 23,774-36,033 (+)

28 29 30 31 32 33 34 35 36 37 38
tRNA-Met(CAT)

39 DNA polymerase (CDS_0040) HNH endonuclease (CDS_0041)

MGV-GENOME-0326877: 23,731-36,957 (-)

40464853

MGV-GENOME-0349755: 32,606-44,745 (+)

39

uvig_173855: 33,564-45,803 (+)

HNH endonuclease (CDS_0040)

MGV-GENOME-0340953: 20,610-33,558 (+)

27

IMGVR_UViG_3300045988_094065|3300045988|Ga0495776_004074: 32,719-45,287 (+)

40 44

MGV-GENOME-0349282: 33,159-45,755 (+)

41

uvig_525905: 19,563-31,286 (-)

42

MGV-GENOME-0303877: 16,046-27,809 (-)

34

MGV-GENOME-0350996: 34,219-47,464 (+)

41

uvig_6575: 34,219-46,959 (+)

41

MGV-GENOME-0351008: 32,637-46,002 (+)

41 HEase_00016 homing (CDS_0048)

uvig_87294: 27,938-39,641 (+)

40 44

MGV-GENOME-0315297: 12,395-24,098 (-)

26

uvig_302467: 32,739-45,456 (+)

37 38 42

IMGVR_UViG_3300006296_000001|3300006296|Ga0099628_100105: 32,726-45,389 (+)

HNH endonuclease (CDS_0043)

MGV-GENOME-0303484: 25,630-37,808 (+)

38

MGV-GENOME-0339040: 32,740-45,412 (+)

42

uvig_513011: 14,236-26,349 (-)

30

MGV-GENOME-0349683: 32,087-44,759 (+)

33 34 35 40

MGV-GENOME-0315784: 26,731-39,574 (+)

35 40 41

MGV-GENOME-0350122: 32,695-46,022 (+)

39

MGV-GENOME-0280497: 12,152-25,115 (-)

1825

IMGVR_UViG_3300045988_116518|3300045988|Ga0495776_137219: 33,193-46,560 (+)

HEase_00016 homing (CDS_0037) HEase_00016 homing (CDS_0042)

MGV-GENOME-0295727: 21,068-33,795 (+)

28 32 33

MGV-GENOME-0350592: 32,811-41,875 (+)

42

MGV-GENOME-0342448: 22,193-31,998 (+)

31

MGV-GENOME-0350833: 32,691-42,497 (+)

42

MGV-GENOME-0350200: 32,692-43,008 (+)

43

MGV-GENOME-0348991: 32,414-41,711 (+)

40

uvig_163951: 32,745-42,309 (+)

HNH endonuclease (CDS_0040)

uvig_182817: 33,166-43,242 (+)

HNH endonuclease (CDS_0041)

IMGVR_UViG_3300045988_089254|3300045988|Ga0495776_072513: 32,762-42,326 (+)

41

MGV-GENOME-0349863: 32,875-41,821 (+)

40

MGV-GENOME-0350759: 32,682-42,333 (+)

40

MGV-GENOME-0350064: 32,543-41,503 (+)

39 44

uvig_36251: 22,287-34,526 (+)

29 31

MGV-GENOME-0273518: 13,742-26,406 (-)

HNH endonuclease (CDS_0028)

MGV-GENOME-0351217: 31,767-41,374 (+)

34 39

MGV-GENOME-0350757: 31,767-40,808 (+)

38

uvig_63186: 31,775-42,283 (+)

35 41

MGV-GENOME-0350562: 32,245-42,340 (+)

40

IMGVR_UViG_3300045988_133213|3300045988|Ga0495776_136985: 32,746-41,814 (+)

43

IMGVR_UViG_3300045988_091788|3300045988|Ga0495776_003643: 32,258-42,032 (+)

41

IMGVR_UViG_3300029888_000003|3300029888|Ga0245333_100190: 32,711-42,286 (+)

41

IMGVR_UViG_3300045988_126340|3300045988|Ga0495776_137220: 33,717-41,826 (+)

43

Norman_118_NODE_4_length_79269_cov_23.483008: 32,697-42,030 (+)

HNH endonuclease (CDS_0040) 45 46

MGV-GENOME-0338683: 24,538-33,757 (+)

34

IMGVR_UViG_3300007098_000002|3300007098|Ga0102540_100146: 33,165-42,188 (+)

37 HEase_00016 homing (CDS_0042)

MGV-GENOME-0350209: 32,994-41,938 (+)

HEase_00016 homing (CDS_0041)

MGV-GENOME-0350632: 32,746-42,261 (+)

HEase_00016 homing (CDS_0039)

IMGVR_UViG_3300045988_070940|3300045988|Ga0495776_137067: 32,841-41,753 (+)

HEase_00016 homing (CDS_0040)

uvig_87605: 32,659-42,174 (+)

HEase_00016 homing (CDS_0039)

uvig_193894: 18,997-27,947 (-)

HEase_00016 homing (CDS_0033)

IMGVR_UViG_3300045988_097399|3300045988|Ga0495776_118192: 32,092-41,042 (+)

HEase_00016 homing (CDS_0038)

IMGVR_UViG_3300006746_000007|3300006746|Ga0101796_100059: 32,543-41,503 (+)

HEase_00016 homing (CDS_0039)

uvig_165805: 32,687-41,654 (+)

HEase_00016 homing (CDS_0040) 45

IMGVR_UViG_3300045988_089250|3300045988|Ga0495776_003688: 32,681-41,919 (+)

HEase_00016 homing (CDS_0040) 42

MGV-GENOME-0348439: 33,122-42,588 (+)

38 42

MGV-GENOME-0349551: 32,788-41,681 (+)

40

uvig_543059: 27,413-36,105 (+)

39

uvig_541651: 33,186-42,131 (+)

41

MGV-GENOME-0335102: 32,753-41,386 (+)

39

MGV-GENOME-0350043: 33,223-42,165 (+)

HEase_00016 homing (CDS_0041)
42

IMGVR_UViG_3300045988_130986|3300045988|Ga0495776_017428: 34,112-43,100 (+)

HEase_00016 homing (CDS_0040)
43

MGV-GENOME-0343093: 33,113-42,582 (+)

41

MGV-GENOME-0345994: 33,134-42,595 (+)

41

uvig_112426: 33,156-42,835 (+)

41

IMGVR_UViG_3300045988_108437|3300045988|Ga0495776_072419: 33,134-42,595 (+)

41

MGV-GENOME-0349142: 33,129-42,076 (+)

40

MGV-GENOME-0349082: 33,129-42,076 (+)

40

uvig_12777: 17,177-29,250 (-)

38

MGV-GENOME-0349421: 33,217-42,165 (+)

41

MGV-GENOME-0348449: 30,599-39,543 (+)

38

MGV-GENOME-0347328: 33,120-41,898 (+)

40

MGV-GENOME-0351071: 32,637-41,972 (+)

40

MGV-GENOME-0331558: 27,874-37,961 (-)

55

IMGVR_UViG_3300045988_137595|3300045988|Ga0495776_048791: 32,637-41,970 (+)

41

MGV-GENOME-0350090: 32,697-42,030 (+)

41

MGV-GENOME-0338596: 32,959-41,527 (+)

41

uvig_109033: 32,702-41,237 (+)

39

MGV-GENOME-0313795: 16,590-25,165 (-)

27

IMGVR_UViG_3300045988_080780|3300045988|Ga0495776_100293: 33,122-41,697 (+)

41

MGV-GENOME-0348404: 34,059-42,663 (+)

43

uvig_87759: 33,132-43,035 (+)

42

uvig_546601: 33,123-42,423 (+)

41

MGV-GENOME-0312651: 20,011-29,048 (+)

28

uvig_66856: 21,079-30,889 (-)

3339

MGV-GENOME-0350482: 33,147-42,957 (+)

41

MGV-GENOME-0349969: 33,114-42,379 (+)

40

MGV-GENOME-0339915: 27,793-37,207 (-)

51

uvig_253621: 32,699-46,461 (+)

40 45 46 47

uvig_188835: 12,886-25,852 (-)

21HNH endonuclease (CDS_0027)

uvig_300015: 32,033-41,261 (+)

33 35 39

uvig_26619: 32,082-41,078 (+)

39

MGV-GENOME-0351291: 30,189-40,171 (+)

31 37

uvig_313835: 32,317-41,715 (+)

37 38

IMGVR_UViG_3300045988_087033|3300045988|Ga0495776_017415: 30,067-39,526 (+)

36 37

MGV-GENOME-0350577: 29,240-38,457 (+)

38

MGV-GENOME-0349988: 30,551-39,525 (+)

37

MGV-GENOME-0352520: 31,677-39,228 (+)

37

MGV-GENOME-0351186: 31,911-39,771 (+)

39

IMGVR_UViG_3300045988_072074|3300045988|Ga0495776_003666: 31,656-40,085 (+)

38 39

uvig_244754: 26,372-34,058 (+)

32 33

MGV-GENOME-0350382: 31,773-40,446 (+)

HEase_00016 homing (CDS_0041)

IMGVR_UViG_3300045988_130479|3300045988|Ga0495776_003931: 29,300-39,118 (+)

31 37 38

MGV-GENOME-0349612: 29,309-39,357 (+)

34 38 39

IMGVR_UViG_3300045988_093137|3300045988|Ga0495776_003687: 29,302-40,091 (+)

37 38

uvig_190764: 30,050-39,850 (+)

36 38

IMGVR_UViG_3300045988_114564|3300045988|Ga0495776_137155: 30,081-40,051 (+)

38 39

MGV-GENOME-0323035: 21,477-30,721 (+)

31 32

uvig_45379: 25,342-35,086 (+)

33 34 39 HNH endonuclease (CDS_0040)

OTU_358: 30,122-40,007 (+)

37 38 43

IMGVR_UViG_3300045988_127886|3300045988|Ga0495776_137206: 30,177-39,422 (+)

35 38 39

IMGVR_UViG_3300045988_122403|3300045988|Ga0495776_118208: 30,147-39,392 (+)

36 39 40

MGV-GENOME-0350179: 30,111-39,358 (+)

35 39 40

IMGVR_UViG_3300045988_088752|3300045988|Ga0495776_137085: 30,176-39,352 (+)

35 38 39

IMGVR_UViG_3300045988_147172|3300045988|Ga0495776_003976: 30,102-40,184 (+)

3839 40 41

MGV-GENOME-0350332: 31,865-40,620 (+)

39

IMGVR_UViG_3300045988_082715|3300045988|Ga0495776_003743: 30,514-40,758 (+)

37

MGV-GENOME-0351686: 31,693-40,065 (+)

37 39

IMGVR_UViG_7000000492_000028|7000000492|SRS048164_WUGC_scaffold_18525: 29,789-40,773 (+)

37 38

MGV-GENOME-0350003: 31,162-41,493 (+)

36 39 41

MGV-GENOME-0352185: 32,414-42,247 (+)

39

uvig_431885: 34,218-48,805 (+)

43

5000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) tRNA


