baseplate wedge subunit (CDS_0025)
23 24 [ 26 27 28 29 30 31 32 33 34 35

OTU_367:22,246-33,598 (+)

29 30 33
I . —— [ W ——
uvig_163671:22,242-33,580 (+)
41 HNH endonuclease (CDS_0036)

I — s —
MGV-GENOME-0315808:25,786-37,201 (-)

MGV-GENOME-0323035: 13,658-25,073 (+)
29 30

IMGVR_UViG_3300045988_107733|3300045988|Ga0495776_017271:22,901-34,356 (+)
40 39

I E— R s E—
MGV-GENOME-0273518:25,453-36,872 (-)

17
I —— S E—
MGV-GENOME-0340953:10,664-21,533 (+)
65
S —— S EE—
MGV-GENOME-0333179:36,384-47,264 (-)
29

uvig 60466:23,218-34,568 (+)
66

MGV-GENOME-0331558: 37,948-48,360 (-)
29 34 35

IMGVR_UViG_3300039328_000064|3300039328|Ga0169860_00167: 22,240-33,638 (+)
29 34 35

I —— R S —
MGV-GENOME-0351217:22,244-33,836 (+)

30 32

IMGVR_UViG_3300045988_092669|3300045988|Ga0495776_017335:22,247-33,967 (+)
33 38

MGV-GENOME-0357020: 29,286-41,313 (+)
25 30

I —— R E—
IMGVR_UViG_3300045988_130611|3300045988|Ga0495776_048822:22,249-34,273 (+)

11 baseplate wedge subunit (CDS_0014) 18

I ——— . — T T e —
uvig_36251:9,234-22,287 (+)

30

MGV-GENOME-0300299: 21,688-33,005 (+)

MGV-GENOME-0291683:21,191-32,066 (+)

MGV-GENOME-0271953:22,596-33,980 (+)

T — )
IMGVR_UViG_3300045988_137324|3300045988|Ga0495776_118308: 22,200-33,673 (+)

29
I — . —
MGV-GENOME-0271878:22,759-32,606 (+)
29
I —— R E—
IMGVR_UViG_3300045988_078704|3300045988|Ga0495776_118158:23,537-34,379 (+)
30

MGV-GENOME-0347410:22,252-33,629 (+)

N
o

MGV-GENOME-0267671:16,844-28,102 (+)

w
o

MGV-GENOME-0330417:23,860-34,232 (+)

w
o

MGV-GENOME-0288162:23,914-35,218 (-)

w
o

MGV-GENOME-0349505: 22,273-33,583 (+)

w
-

I —— ——
uvig 525905:29,527-41,204 (-)

45

MGV-GENOME-0303877:26,973-38,650 (-)

N
el

MGV-GENOME-0352520:22,377-32,790 (+)

w
i

I E— . E—
MGV-GENOME-0350577:21,436-32,323 (+)

MGV-GENOME-0351186:22,415-33,495 (+)

MGV-GENOME-0351485: 22,242-33,640 (+)
30 31

MGV-GENOME-0350801:22,293-32,704 (+)

uvig_63186:22,249-34,510 (+)

uvig_75246:22,245-34,466 (+)

w
;
w
e

uvig 106428:22,248-32,691 (+)

N
O
w
o

MGV-GENOME-0350236:22,247-32,771 (+)
30

MGV-GENOME-0338090: 22,271-32,683 (+)
31 37

MGV-GENOME-0351293:23,013-35,760 (+)
31

MGV-GENOME-0351527:22,451-35,198 (+)
31

MGV-GENOME-0351562: 23,005-36,267 (+)
30

I —— T —
MGV-GENOME-0340246:20,913-33,751 (+)

w
-

uvig_190764:23,021-35,190 (+)

w
-

MGV-GENOME-0352849: 23,054-33,445 (+)

!
-

I —— N E—
MGV-GENOME-0346840: 16,516-27,380 (+)

w
el

MGV-GENOME-0315297:24,476-35,855 (-)

w
-

uvig_4917_:21,984-33,363 (+)
30

I —— N E—
MGV-GENOME-0351771:23,032-34,521 (+)

31

——— R — N S —
IMGVR_UViG_3300045988_109051|3300045988|Ga0495776_031721:23,025-35,028 (+)

22 26

MGV-GENOME-0303992:13,161-25,414 (+)
30

IMGVR_UViG_3300045988 093137|3300045988|Ga0495776_003687:22,301-34,538 (+)
25 baseplate wedge subunit (CDS_0026) 30

IMGVR_UViG_3300045988_147946|3300045988|Ga0495776_137048: 20,606-34,295 (+)
20

MGV-GENOME-0291470: 12,805-24,495 (+)

32

MGV-GENOME-4417200: 23,465-35,180 (-)

MGV-GENOME-0295727:8,642-19,748 (+)

MGV-GENOME-0287583:5,758-17,872 (+)
22 27

MGV-GENOME-0303675:13,820-25,938 (+)

w
hes
w
‘ N

uvig 390043:23,663-36,553 (+)
20 25

MGV-GENOME-0316812: 14,843-27,374 (+)
32 33 37

uvig_260076: 25,140-38,742 (+)
28 29 31

I — R —
IMGVR_UViG_3300045988_107459|3300045988|Ga0495776_017352:22,266-33,722 (+)

w
-
w
N

uvig_547323:23,026-34,050 (+)
30 36

MGV-GENOME-0350738:22,351-35,153 (+)

MGV-GENOME-0350866:22,263-34,555 (+)

N
O

uvig 182817:22,467-34,955 (+)
DnaB-like replicative helicase (CDS_0032)
baseplate wedge subunit 30 33 39

g

uvig_456118:23,404-36,040 (+)

MGV-GENOME-0349906: 23,401-34,540 (+)

uvig 30720:25,738-38,832 (+)

32 33

Yy —a— | —§————— —— ——————§—————————]
MGV-GENOME-0350479: 24,310-36,984 (+)
22 28 28
e R N R . .  ——
MGV-GENOME-0352129:21,819-34,350 (+)

29 30
e —"—m——— b ———— — e e .  E  —
IMGVR_UViG_3300045988_122760[3300045988|Ga0495776_017257:21,795-34,539 (+)
k 5000 nt i

DNA, RNA and nucleotide metabolism lysis tail unknown function
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