
uvig_477661: 44,789-54,224 (+)

59 60 61 62 primase (CDS_0063) 64 65 66 67 68 69 70 71 terminase small subunit (CDS_0072) 73
terminase small subunit (CDS_0074)

IMGVR_UViG_3300045988_057716|3300045988|Ga0495776_077879: 43,204-51,123 (+)

65 66 67 72

uvig_381869: 25,294-33,202 (+)

41 42 43 44 47

MGV-GENOME-0313193: 43,186-50,991 (+)

63 64

MGV-GENOME-0314090: 43,298-51,377 (+)

63 64 65

MGV-GENOME-0317115: 44,585-52,715 (+)

62 66 67 68 71

uvig_382689: 22,363-30,883 (+)

32 38 39 40

IMGVR_UViG_3300014561_000008|3300014561|Ga0134428_100201: 43,751-51,829 (+)

65 66 67

MGV-GENOME-0314209: 43,286-51,423 (+)

63 64 67 68

MGV-GENOME-0315684: 43,279-51,352 (+)

63 64

IMGVR_UViG_3300045988_073337|3300045988|Ga0495776_000257: 44,497-52,218 (+)

66 68

MGV-GENOME-0316004: 44,497-52,218 (+)

66 68

IMGVR_UViG_3300045988_094812|3300045988|Ga0495776_057856: 43,134-50,553 (+)

63 64 65 67

MGV-GENOME-0317438: 42,511-49,867 (+)

63 64 65

MGV-GENOME-0281695: 35,375-42,455 (+)

52 53

uvig_559374: 29,999-37,725 (+)

54 55 56

IMGVR_UViG_3300045988_063675|3300045988|Ga0495776_000585: 43,506-51,745 (+)

64 65

MGV-GENOME-0207218: 22,251-29,135 (+)

36

IMGVR_UViG_3300045988_064626|3300045988|Ga0495776_000595: 43,718-51,810 (+)

67 68
terminase small subunit (CDS_0072)

73

MGV-GENOME-0270832: 31,363-40,316 (+)

38 39 45 46 47

IMGVR_UViG_3300014949_000004|3300014949|Ga0134402_100080: 30,548-35,938 (+)

36 37

MGV-GENOME-0251969: 26,116-34,335 (+)

39 42 43

MGV-GENOME-0295211: 37,110-44,831 (+)

51 54 55

MGV-GENOME-0251240: 28,842-36,338 (+)

40 41

IMGVR_UViG_3300045988_045316|3300045988|Ga0495776_000308: 44,493-52,036 (+)

67 68

uvig_356842: 44,994-52,311 (+)

68 69

IMGVR_UViG_3300014572_000007|3300014572|Ga0134457_1000186: 40,385-47,835 (+)

61 62

MGV-GENOME-0301155: 38,897-46,351 (+)

56 57

MGV-GENOME-0215822: 21,824-30,206 (+)

39 40 42 43

MGV-GENOME-0295965: 37,371-45,019 (+)

54 55

MGV-GENOME-0277393: 33,459-41,106 (+)

48 49

MGV-GENOME-0331706: 37,988-45,692 (+)

55 56

MGV-GENOME-0301802: 34,088-42,054 (+)

48 49

MGV-GENOME-0309712: 41,508-49,218 (+)

61 62

MGV-GENOME-0296044: 34,684-42,600 (+)

50 51

MGV-GENOME-0289460: 36,386-43,555 (+)

53

MGV-GENOME-0220778: 23,913-31,083 (+)

42

IMGVR_UViG_3300045988_068349|3300045988|Ga0495776_097212: 39,854-47,349 (+)

59 60

IMGVR_UViG_3300045988_072220|3300045988|Ga0495776_095655: 43,844-51,562 (+)

65 66

MGV-GENOME-0326998: 43,425-50,602 (+)

64

MGV-GENOME-0314535: 43,374-51,087 (+)

63 64

MGV-GENOME-0314460: 43,345-51,053 (+)

63 64

IMGVR_UViG_3300010280_000470|3300010280|Ga0129308_1000194|36136-89647: 45,586-52,909 (+)

65 66

MGV-GENOME-0315929: 44,580-51,707 (+)

66

uvig_289300: 30,409-38,071 (+)

45 46

IMGVR_UViG_3300029853_000293|3300029853|Ga0245292_100114|23854-73861: 41,726-49,405 (+)

62 63

MGV-GENOME-0267469: 31,328-39,195 (+)

49 50

IMGVR_UViG_3300045988_044918|3300045988|Ga0495776_058164: 42,660-50,255 (+)

61 62

IMGVR_UViG_3300045988_040164|3300045988|Ga0495776_078062: 43,062-50,720 (+)

63 64

MGV-GENOME-0223474: 24,065-31,537 (+)

41 42

Han_2018_ERR1398226_NODE_33_length_64091_cov_8.326457: 55,827-63,488 (+)

78 79 83

MGV-GENOME-0291039: 37,602-44,516 (+)

57

MGV-GENOME-0284551: 36,155-43,085 (+)

57

MGV-GENOME-0323332: 46,124-53,055 (+)

70

MGV-GENOME-0314156: 44,606-51,530 (+); 1-1,851 (+)

168

MGV-GENOME-0238700: 28,107-35,030 (+)

52

IMGVR_UViG_3300045988_043820|3300045988|Ga0495776_078208: 44,434-51,484 (+)

71

IMGVR_UViG_3300045988_070443|3300045988|Ga0495776_000297: 45,834-52,561 (+); 1-1,851 (+)

71

MGV-GENOME-0276718: 34,256-40,981 (+)

56

IMGVR_UViG_3300045988_025893|3300045988|Ga0495776_000248: 45,550-52,280 (+); 1-1,851 (+)

70

uvig_406999: 45,345-53,315 (+)

68 71 72

IMGVR_UViG_3300008676_000016|3300008676|Ga0111520_100442: 43,902-50,690 (+)

62 64 67

IMGVR_UViG_3300045988_067114|3300045988|Ga0495776_164059: 41,177-48,073 (+)

61

3000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function


