
MGV-GENOME-0367178: 87,147-98,644 (+)

82 83 84 85
tRNA-Undet(NNN)

HNH endonuclease (CDS_0086)

87 88 89 90 91 92 93 94

SAMN10080889_a1_ct294: 87,953-99,738 (+)

87

MGV-GENOME-0368006: 90,145-100,735 (+)

90

uvig_581463: 88,980-101,330 (+)

HNH endonuclease (CDS_0089) 92

MGV-GENOME-0367610: 85,969-97,500 (+)

82

uvig_573749: 92,508-103,994 (+)

85
HNH endonuclease (CDS_0090)

91 93

uvig_589113: 89,232-100,616 (+)

homing endonuclease (CDS_0086)
87

IMGVR_UViG_3300045988_007353|3300045988|Ga0495776_092628: 88,857-100,587 (+)

HNH endonuclease (CDS_0086)
87

SAMN09781725_a1_ct8867: 86,191-99,720 (+)

homing endonuclease (CDS_0088)
89 tail protein (CDS_0092) 93

MGV-GENOME-0364789: 87,019-97,364 (+)

HEase_00029 homing (CDS_0086) 89 92

SAMN10080915_a1_ct83999_vs1: 87,952-100,890 (+)

HEase_00029 homing (CDS_0085)
86 87 88

IMGVR_UViG_3300045988_020586|3300045988|Ga0495776_004884: 87,638-100,492 (+)

HNH endonuclease (CDS_0085)
86 87 88

uvig_574438: 88,703-102,001 (+)

HNH endonuclease (CDS_0086)
87 88 89 91

SAMN10080912_a1_ct26709_vs1: 87,410-99,895 (+)

HNH endonuclease (CDS_0084) 85 86 87 89

MGV-GENOME-0367480: 86,832-101,207 (+)

86 87 88 90 91

Han_2018_ERR1398212_NODE_83_length_101431_cov_436.021889: 86,832-101,207 (+)

tail protein (CDS_0090) 91

MGV-GENOME-0368654: 89,392-102,313 (+)

94 95

SAMN09781732_a1_ct2110: 88,412-100,966 (+)

HNH endonuclease (CDS_0093) 97

Minot_Diet_SRR5088943_NODE_11_length_102278_cov_7748.066824: 87,760-100,497 (+)

87

MGV-GENOME-0367690: 89,492-101,342 (+)

endonuclease (CDS_0082)
83 84 85 87

MGV-GENOME-0367506: 89,131-99,249 (+)

HNH endonuclease (CDS_0090) 91 93 94

IMGVR_UViG_3300045988_019269|3300045988|Ga0495776_004874: 91,320-101,797 (+)

HNH endonuclease (CDS_0091)
92 95

MGV-GENOME-0367880: 89,111-101,442 (+)

86 87 88 89

5000 nt

DNA, RNA and nucleotide metabolism tail unknown function defence (PADLOC) tRNA pseudogene


