HNH endonuclease (CDS_0059)
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uvig_581463:75,080-80,744 (+)
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uvig 589113:76,191-81,962 (+)
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SAMN10080889_al_ct294:74,534-80,544 (+)
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IMGVR_UViG_3300045988_019269|3300045988|Ga0495776_004874:78,654-84,147 (+)
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SAMN10080915_al_ct83999_vs1:75,780-82,031 (+ )
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uvig_87985:75,135-81,359 (+)
ATPase (CDS_0060) 61

MGV-GENOME-0368006: 75,075-82,533 (+)
63 70

- =
uvig 574438:77,499-83,067 (+)
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SAMNO9781732_a1_ct2110:76,373-81,463 (+)

MGV-GENOME-0364789:76, 604 81,045 (+)
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SAMNO9781725 _al ct8867:74,822-78,886 (+)
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Minot_Diet_SRR5088943_NODE_11_length_102278_cov_7748.066824:77,460-81,741 (+)

MGV-GENOME-0368654:77,758-82,207 (+)
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MGV-GENOME-0367480:76,077-83,482 (+)
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Han_2018 ERR1398212 NODE 83_length_101431 cov_436.021889:76,077-83,482 (+)
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