
MGV-GENOME-0364789: 54,038-65,528 (+)

32 33 34 35 36 37 38 39 40 41 42 43 44 45
tRNA-Ile(GAT)

46

SAMN10080889_a1_ct294: 53,244-64,370 (+)

32 36 37 38

uvig_574438: 56,932-67,375 (+)

41 HNH endonuclease (CDS_0042)

IMGVR_UViG_3300045988_007353|3300045988|Ga0495776_092628: 56,549-66,630 (+)

HNH endonuclease (CDS_0044)

MGV-GENOME-0367178: 55,409-62,006 (+)

HEase_00016 homing (CDS_0038)
39

SAMN05414986_a1_ct14967: 29,174-62,769 (+)

28 29 30 31 32 33

HEase_00016 homing (CDS_0036)

37
HNH endonuclease (CDS_0042)

uvig_87985: 27,691-60,567 (+)

34

IMGVR_UViG_3300045988_020586|3300045988|Ga0495776_004884: 28,057-60,892 (+)

28 29 30 31 32
HEase_00016 homing (CDS_0035)

36

10000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) tRNA


