Rha-like transcriptional regulator (CDS_0035)

endolysin (CDS_0019) guanylate kinase (CDS_0028)
16 RelA (VF0287) (CDS_0026) 3234 38
T1718 | 20 21 22 2324 25 27 29 3031[33] 3637 39
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uvig_309472:21,336-36,498 (+)

tail protein 24 26
16 21 2223[25[ Rha-like transcriptional regulator (CDS_0027)
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MGV-GENOME-0239375:20,861-27,981 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0029)

25 32 34
21 22 23 242627 28 30 31]33] Rha-like transcriptional regulator (CDS_0035)

IMGVR_UViG_3300029321_000003|3300029321|Ga0243246_100329:21,336-34,481 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0024)
27 29
21 22 23 25 26T28T Rha-like transcriptional regulator (CDS_0030)

Eﬂ

MGV-GENOME-0276504:21,336-32,322 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0033)

anti-SOS response (AP1S178) (CDS_0025) 29 36 38
2122 23 24 26 27 283031 32 34.35[37] Rha-like transcriptional regulator (CDS_0039)

IMGVR_UViG_3300045988_174290|3300045988|Ga0495776_165810: 21,336-37,621 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0032)
anti-SOS response (APIS178) (CDS_0024) 28 35 37
22 23 25 26 272930 31 3334[36] Rha-like transcriptional regulator (CDS_0038)
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IMGVR_UViG_3300045988_174718|3300045988|Ga0495776_159057: 21,325-36,979 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0035)
anti-SOS response (APIS178) (CDS_0027) 31 38 40
21 22 2324 25 26 28 29 303233 34 36 37/39] Rha-like transcriptional regulator (CDS_0041)
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uvig 248854:21,336-39,610 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0027)
PDC-542_WP_165601015.1 (CDS_0023) 28
21 22 24 25 26 T29 30
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MGV-GENOME-0269250:21,840-32,901 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0026)
PDC-513_WP_186842295.1 (CDS_0033)
DrmD_00013 DrmD (CDS_0036)
PDC-S42_WP_165601015.1 (CDS_0022) 27 Cl-like repressor (CDS_0034)
21 23 24 25 T2829 [ R 37
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uvig 411942:21,840-37,068 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0028)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0032)
anti-SOS response (APIS178) (CDS_0025) L
PDC-505_WP_205747975.1 (CDS_0026) 34
21 23 24 | 27 | 2930 31 3335 36
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IMGVR_UViG_3300029618_000348|3300029618|Ga0245134_100371|7938-52156:22,026-37,159 (+)
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0027)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0031)
anti-SOS response (APIS178) (CDS_0024) |
PDC-S05_WP_205747975.1 (CDS_0025) 33
23 | 26 | 2829 30 32734 35
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IMGVR_UViG_3300045988_176537|3300045988|Ga0495776_188900: 22,033-36,276 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0031)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0035)
anti-SOS response (APIS178) (CDS_0028)
PDC-S05_WP_205747975.1 (CDS_0029) 37
23 2425 26 27 | 30 | 3233 34 36 ]38 39
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SAMEA2580148 a1l _ct9064 vs1:22,033-39,614 (+)
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0026)

anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0030)
anti-SOS response (AP1S178) (CDS_0023) ‘
PDC-S05_WP_205747975.1 (CDS_0024) 32
20 21 22 | 25 | 2728 29 31733 34
DR Do e I IO D & CC G-I

MGV-GENOME-0292134:21,552-37,240 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0035)
polymyxin_MCR4-NCBIFAM MCR-4 family phosphoethanolamine--lipid A transferase (NF033462.1) (CDS_0026) anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0039)
anti-SOS response (AP1S178) (CDS_0032) L
PDC-S05_WP_205747975.1 (CDS_0033) 41
23 DNA polymerase (CDS_0024) 25 27 28 29 30 31 | 34 | 3637 38 40 [ 42 43
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uvig_121385:22,033-49,971 (+)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0036)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0040)

anti-SOS response (AP1S178) (CDS_0032)
PDC-505_WP_135110477.1 (CDS_0034) 42
27 28 29 30 31 | 33 35 | 373 39 41743 44
L0/ SO\ SN O O 0 Oy ) O SO GO W0, O g g Y

IMGVR _UVIG_ 2541047009 _000001|2541047009|2541072110[180785-233519:26,778-45,675 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0031)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0035)

37
27 28 29 30 ‘ 3233 34 36T38 39
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IVI&4448 26,778-42,185 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0033)
anti-SOS response (AP1S178) (CDS_0025) anti-repressor (CDS_0038)
PDC-S42_WP. 165601015.1 (CDS_0027) 36
22 23 24 ‘ 26 28 29 30 31 32 34 SST 37 39
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IMGVR_UVIG_3300045988_177613|3300045988|Ga0495776_161561:21,340-38,142 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0033)

anti-SOS response (AP1S178) (CDS_0025) anti-repressor (CDS_0038)
PDC-542 WP_165601015.1 (CDS_0027) 36
22 23 24 | 26 28 293031 32 3435] 37 39
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MG\/ GENOME 0310433 21,340-38,142 (+)
anti-SOS response (AP1S178) (CDS_0024) anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0032)

PDC-542 WP_165601015.1 (CDS_0026) 35 -
2 23 | 25 27 282930 31 3334/36 37
bO-DLOE A I-C- CH- a0 TG C -0

uvig 24777:21,328-36,689 (+)
anti-CRISPR-Cas evasion by DNA repair (APISlZO) (CDS_0029)
PDC-542_WP_165601015.1 (CDS_0023)
22 24 252627 28 3031T33 34
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MGV-GENOME-0274206:21,328-34,036 (+)
RelA (VF0287) (CDS_0026)  anti-SOS response (APIS178) (CDS_0032)

21 22 23 24 25 27 28 29 30 31 anti-repressor (CDS_0033)
LINQ g g S | B9 SRR S 5.8y B S S U by S

uvig 87767:21,330-36,629 (+)

anti-SOS response (AP1S178) (CDS_0023)
21 22 24

MGV-GENOME-0287562:21,330-28,893 (+)
anti-repressor (CDS_0023)
24

A I LB
uvig_118660: 20,880-26,035 (+)
17 anti-repressor Ant (CDS_0022)
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MGV-GENOME-4406160:20,858-25,062 (+)
anti-repressor Ant (CDS_0022)

L I ]
MGV-GENOME-0223613:20,858-25,105 (+)
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