toxin (CDS_0006)
12 3 4 5 T 7 8 9 10 11 12 13

I (I N O e E—
IMGVR_UVIiG_3300045988_144289|3300045988|Ga0495776_172802: 2-15,290 (+)
4443 42 41 40 toxin (CDS.0039)

L L. Ja | |

MGV-GENOME-0279145:23,631-38,928 ()
50

5114948 47 46 45 toxin (CDS_0044)

— w1 _ . 1 9] ]
IMGVR_UViG_3300029770_000338|3300029770|Ga0168716_100407|22346-63690: 25,362-41,193 (-)

11
789 10 [12 13 toxin(CDS_0014)

. or - —— — — ———  +§ | — ]
\MGVR UVIG_ 3300029620 ) 000394(3300029620|Ga0245130_100088|108074-158124: 9,027-24,676 (+)

41 40 toxin (CDS_0039)

— yr - ——  ——J] ]
MGV- GENOME 0260062:23,675-37,382 (-)

12
11 14
8910713 [15 16 17 18

| I I N N I E—
IMGVR_UVIiG_3300029094 000094|3300029094/Ga0169183_100027|53597-107048: 10,091-26,268 (+)
53
54 51
5655 |52 [50 49 48 47

[ NN ]

MGV-GENOME-0294139: 27,499-43,142 ()
39

434241 40 38

37 toxin (CDS_0036) 31

I I — -
MGV-GENOME-0287118:24,792-37,778 (-)
234 5 67 8 toxin (CDS_0009)

1 W ]
MGV-GENOME-0277690:116-13,102 (+)

43
46 45 44 T42 41 toxin (CDS_0040)

[— e — - ————— " ]
IMGVR_UViG_3300008100_000018|3300008100|Ga0114174_100177:25,883-38,876 (-)
12 3 45 6 toxin (CDS_0007)

_— e - N
MGV-GENOME-0257062: 3-12,365 (+)

37
4039 38 [36 35 toxin(CDS.0034)

—_— e - I ————
MGV-GENOME-0246067:21,577-34,029 (-)

terminase large subunit (CDS_0001)
2 345 6 78 9 toxin (CDS_0010)

I S N — 1 _J )]
IMGVR_UVIG_3300045988_170597|3300045988|Ga0495776_170346: 1-15,369 (+)
48 46
51 504947 45 44 toxin (CDS_0043)

— 5 .. J7 —  — —————— ———— | ]
IMGVR_UViG_3300014537_000135|3300014537|Ga0134397_100049|83581-125895: 27,845-41,033 (-)
12345 67 8 toxin (CDS_0009)

\MGVR UVIG 3300045988 162341|3300045988\Ga0495776 175893:3-12 645( )
47 46 toxin (CDS_0045)

IMGVR UVlG 3300014709 000057|3300014709\Ga0134424 100113:30,752-41 602( )
1 2 toxin (CDS_0003)

MG\/ GENOME 0254823: 3-10, 853( )

44T 42 toxin (CDS_0041)

\MGVR U\/|G 3300029729 OOOO24|3300029729\(330245191 100655 26,714-37 877( )
toxin (CDS_0043)

-4. ————— —— —— —— — 1 — 1 ——————— ——————
IMGVR_UViG_3300014546_000141|3300014546|Ga0134410_100008|83653-121322: 27,845-37,670 (-)

PD-Lambda-5_A_WP_072870873.1 (CDS_0002)
1 3 4

i —————— — §J | —— |
IMGVR_UViG_3300045988_167300|3300045988|Ga0495776_072133:3-12,157 (+)

PD-Lambda-5_B_WP_192916452.1 (CDS_0001)
?Lambda—5_A_WP_072870873.1 (CDS_0002)

34
I

TMOVR_OVIG. 3300045988, 158427 3300045988|Ga04957 /6. 176682: 112473 (+)

PD- Lambda 5_B_WP_110365848.1 (CDS_0002)

PD-Lambda-5_A_WP_072870873.1 (CDS_0003)

1 \ 45

L e e ey roe—————
)

L ————————
\MGVR UViG_3300045988 162056|3300045988\Gao495776 054479:1-13,390 (+

.y | —| ———————————— |
MGV-GENOME-0260604:27,668-38,558 (-)

& F2818

MGV-GENOME-0258455: 2-10,898 (+)
46 45 44

MGV-GENOME-0262372: 28,106-38,873 (-)
1 23

IMGVR_UViG_3300029514_000017|3300029514|Ga0244787_100529: 68-10,778 (+)
123

MGV-GENOME-0321240: 3-10,549 (+)
PD-Lambda-5_A_WP_001808011.1 (CDS_0061)

T 60 59

e

MGV-GENOME-0322537:44,229-55,284 (-)

PD-Lambda-5_A_WP_001808011.1 (CDS_0001)
2B

10
|
|
I

IMGVR_UViG_3300045988_164881|3300045988|Ga0495776_128003: 1-10,939 (+)

PD-Lambda-5_A_WP_072870873.1 (CDS_0001)
2 3

——— iy — ————— | —1
IMGVR_UViG_3300045988_156698|3300045988|Ga0495776_043911:27-11,568 (+)

PD-Lambda-5_A WP_072870873.1 (CDS_0041)
40 39

[ N [ e E—
IMGVR_UViG_3300045988_173545|3300045988|Ga0495776_153904: 26,313-37,869 (-)
PD-Lambda-5_B_WP_192916452.1 (CDS_0043)

PD-Lambda-5_A WP_072870873.1 (CDS_0041)

| 42 40 39

Y e I
MGV-GENOME-0268385:26,271-38,787 (-)

PD-Lambda-5_B_WP_192916452.1 (CDS_0003)

PD-Lambda-5_B_WP_110365848.1 (CDS_0002)

PD-Lambda-5_A_WP_072870873.1 (CDS_0004)

1 || 56

' X _______® 1 " ————— 71—
IMGVR_UViG_3300029493 000407|3300029493|Ga0244010_1000680[29-46158: 1-13,445 (+)
PD-Lambda-5_A_WP_072870873.1 (CDS_0004)
1 2 3 56

MGV-GENOME-0282693: 1-14,666 (+)

PD-Lambda-5_A_WP_072870873.1 (CDS_0040)
anti-RM (APIS136) (CDS_0041)
44 43 42 | 39 38

L L L L L I Ll —————————————————————— e —
IMGVR_UVIG_3300045988_173234|3300045988|Ga0495776_071470: 25,841-40,023 (-)
52515049 48 47 46

. . I e
IMGVR_UViG_3300029470_000004|3300029470|Ga0244172_100429:29,369-42,599 (-)
12 3 4 56

MG\/ GENOME 0277304 2-12, 985( )
1 2 3 4

| [ N e S
IMGVR_UViG_3300045988_165209|3300045988|Ga0495776_139823: 146-11,947 (+)
345 6 7 8 9
I S—
MGV-GENOME.0305684:574-13,850 (+)
494847 46 45 44

\MGVR UVlG 3300045988 172842|3300045988\Ga0495776 170797:28, 210 40, 952( )

I —
?\/WG\/-GENOM E-0249113:26,897-36,596 (-)
PD-Lambda-5_B_WP_110365848.1 (CDS_0048)

PD-Lambda-5_A_WP_072870873.1 (CDS_0047)

51
52 5049 46 45

— ——— —————— — ]
MGV GENOME 0281142:28,254-42,459 ()

PD-Lambda-5_B_WP_110365848.1 (CDS_0048)
PD-Lambda-5_A_WP_072870873.1 (CDS_0047)

46 45
I I | 5
IMGVR_UVIG, 3300008547 000015/ 3300008547 Ga0111055. 100455: 28,353 42,304 ()

53
545251 50 49 48

TMGVR_UVIG.3300029482.000066]3300029482] Ga0244120 100576 3187544225 O
PD-Lambda-5 B WP_110365848.1 (CDS_0047)

PD-Lambda-5_A_WP_072870873.1 (CDS_0046)

50

5149 48 ‘ 45 44

MOV-GENOME 0280980 28:326 42420 10—

PD-Lambda-5_B_WP_110365848.1 (CDS_0047)
PD-Lambda-5 A_WP_072870873.1 (CDS_0046)
50 ‘

5174948 45 44

S ] )
IMGVR_UViG_3300045988_173142|3300045988|Ga0495776_112845:28,210-42,577 (-)
PD-Lambda-5_B_WP_110365848.1 (CDS_0048)

A_WP_072870873.1 (CDS_0047)

46 45

MGV-GENOME-0281747:28,408-42,589 (-)

PD-Lambda-5_B_WP_110365848.1 (CDS_0005)
PD-Lambda-5 A_WP_072870873.1 (CDS_0006)
12 3 4 \ 7 8

|1 |
MGV-GENOME-0243982: 2-14,159 (+)
PD-Lambda-5_B_WP_110365848.1 (CDS_0054)
_A_WP_072870873.1 (CDS_0052)
| 53 51 50

57 56 55

N5
@
lo gy
3
T
‘ j;{
I

I ————
IMGVR_UViG_641380447_000003|641380447|641380518|1-56914: 32,487-46,825 (-)

PD-Lambda-5 B WP_110365848.1 (CDS_0005)
PD-Lambda-5_A WP_072870873.1 (CDS_0007)
234 | 6 8 9

|
E

IMGVR_UViG_3300045988_163935|3300045988|Ga0495776_098569: 3-14,332 (+)
PD-Lambda-5_B_WP_110365848.1 (CDS_0011)

anti-NARP (APIS138) (CDS_0001) tRNA-Arg(TCT) PD-Lambda-5_A_WP_072870873.1 (CDS_0012)
2

w
N

5 | 6 78910 | 13 14

L LI e T ——~——————— T ————————— 0 I
IMGVR_UVIG_2924867877_000001|2924867877|2924867877|259271-311770: 1-24,464 (+)
4948 47 46 45 44

. E— —— I ——
MGV-GENOME-0283684: 28,165-40,884 (-)

234 5 6 7 8

MGV-GENOME-0281835: 115-13,368 (+)
PD-Lambda-5_B_WP_110365848.1 (CDS_0003)
PD-Lambda-5_A_WP_072870873.1 (CDS_0004)
12 | 56 7 8 13

— I

MGV-GENOME-0303514:2-15,948 (+)

PD-Lambda-5_B_WP_110365848.1 (CDS_0052)
PD-Lambda-5_A_WP_072870873.1 (CDS_0051)
55 ‘

56 [5453 50 49

S —— I ——
MGV GENOME-0298124:31,846-46, 132( )

48

S

MGV-GENOME-0298301:29,210-41,401 (-)

I

IMGVR_UViG_3300045988_159611|3300045988|Ga0495776_041262: 147-12,338 (+)
6 9 10 11

12

MGV-GENOME-0251983: 146-16,890 (+)
43 39 38

- 11— e
IMGVR_UViG_3300029844_000142|3300029844|Ga0245276_1000624: 26,064-41,425 (-)

6

IMGVR_UViG_3300045988_161424|3300045988|Ga0495776_084193: 63-15,424 (+)
9

11
1 1 —

MGV-GENOME-0314003:2,429-18,068 (+)
4 tail length tape measure protein (CDS_0005)

IMGVR_UViG_3300014793_000008|3300014793|Ga0134407_1000436: 708-12,915 (+)

| =

IMGVR_UViG_3300045988_165794|3300045988|Ga0495776_029019:41-10,755 (+)

[N
o
~N

MGV-GENOME-0246053: 1-11,896 (+)
9000 nt {
head and packaging lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (PADLOC)
— L]

anti-defence (dbAPIS) tRNA
I




