PDC-M69A_WP_216276383.1 (CDS_0057)
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IMGVR_UViG_3300029331_000271|3300029331|Ga0243780_100213|53309-109644: 50,000-56,336 (+)
PDC-M69A WP_216276383.1 (CDS_0007)
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IMGVR_UViG_3300028961_000006|3300028961|Ga0169745_100229: 3-6,307 (-)
PDC-M69A WP_216276383.1 (CDS_0007)

Te6 5 4 3 2 1

| 1§ __ I .
MGV-GENOME-0265559:2-6,386 (-)
PDC-M69A WP_216276383.1 (CDS_0007)

Te6 5 4 3 2 DrmD_00013 DrmD (CDS_0001)

N B N B B
IMGVR_UViG_641380447_000003|641380447(641380518/1-56914:1-6,913 (-)
PDC-M69A_ WP_216276383.1 (CDS_0008)

transposase (CDS_0006)
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MGV-GENOME-0304180:3-7,671 ()
PDC-M69A_WP_216276383.1 (CDS_0038)
Ensposase (CDS_0040)
| 39 41 42 43 44 45

MGV-GENOME-0248300: 28,787-36,458 (+)
PDC-M69A_WP_216276383.1 (CDS_0037)
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PDC-M69A_WP_216276383.1 (CDS_0007)
4 3
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MG\/ GENOME- 0209367 1 6,273 ()
PDC-M69A WP_216276383.1 (CDS_0009) DrmD_00013 DrmD (CDS_0003)
8 7 6 5 4 transposase (CDS_0002) 1
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IMGVR_UViG_3300029254_000311|3300029254|Ga0168700_1000285/24560-74053: 1-9,644 (-)
PDC-M69A_WP_216276383.1 (CDS_0049)
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TT 51 52 53 54 DrmD_00013 DrmD (CDS_0055)
Gaciep-ac I IC-C

IMGVR_UViG_3300029493 000407|3300029493|Ga0244010_1000680|29-46158: 39,021-46,130 (+)
PDC-M69A_WP_216276383.1 (CDS_0050)
DrmD_00013 DrmD (CDS_0056)
T 52 53 54 55 transposase (CDS_0057) 58
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IMGVR_UViG_3300029840_000012|3300029840|Ga0245268_100572: 39,754-50,508 (+)
PDC-M69A_WP_216276383.1 (CDS_0038)

T 4041 42 43

MGV-GENOME-0219395: 25,187-31,456 (+)
PDC-M69A WP_216276383.1 (CDS_0007)
Te 5 4 3 2 1
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IMGVR_UViG_3300029441_000012|3300029441/Ga0243753_1001142:3-6,330(-)
PDC-M69A WP_216276383.1 (CDS_0045)
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IMGVR_UViG_3300029336_000007|3300029336|Ga0243752_100906: 37,099-43,169 (+)
PDC-M69A WP_216276383.1 (CDS_0007)
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IMGVR_UViG_3300045988_172643|3300045988|Ga0495776_139612:1-6,272 (-)
PDC-M69A WP_216276383.1 (CDS_0044)
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IMGVR_UViG_3300045988_154579|3300045988|Ga0495776_112703:36,237-42,508 (+)

PDC-M69A_WP_216276383.1 (CDS_0007)
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IMGVR UVIG_ 3300029228 _000007|3300029228|Ga0167501_100308: 60-11,157 (-)

PDC-M69A WP_216276383.1 (CDS_0050)
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MGV GENOME- 0312973 39,903-51,000 (+)

PDC-M69A_WP_216276383.1 (CDS_0049)
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IMGVR_UViG_3300045988_165936/3300045988|Ga0495776_173119:38,018-41,841 (+)

PDC-M69A_WP_216276383.1 (CDS_0010)
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IMGVR_UViG_3300045988_172416|3300045988|Ga0495776_132892:80-8,262 (-)

PDC-M69A_WP_216276383.1 (CDS_0010)
9 8 7 6
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MGV-GENOME-0291267:80-8,262 (-)
PDC-M69A_WP_216276383.1 (CDS_0005)
4 3 2 1
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MGV-GENOME-0294139: 3-4,601 (-)
PDC-M69A_WP_216276383.1 (CDS_0038)
T4 41 42
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MGV-GENOME-0218745:26,741-31,340 (+)

PDC-M69A_WP_216276383.1 (CDS_0005)
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MGV-GENOME-0286877:3-3,829 (-)
PDC-M69A_WP_216276383.1 (CDS_0060)
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IMGVR_UViG_3300029094_000094|3300029094]Ga0169183_100027|53597-107048: 49,166-53,452 (+)
PDC-M69A WP_216276383.1 (CDS_0007) DrmD_00013 DrmD (CDS_0001)
6 5 4 3 transposase (CDS_0002)
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MGV-GENOME-0244951: 112-7,182 (-)
PDC-M69A WP_216276383.1 (CDS_0051)
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MGV-GENOME-0285729: 40,307-43,329 (+)
PDC-M69A WP_216276383.1 (CDS_0042)
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MGV-GENOME-0258827:35,275-38,236 (+)
PDC-M69A_WP_216276383.1 (CDS_0048)
49 PD-T4-6_WP_139553373.1 (CDS_0053)
50 51 52 RuvC-like Holliday junction resolvase (CDS_0054)
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IMGVR_UViG_3300045988_144289|3300045988|Ga0495776_172802:38,181-43,893 (+)
PDC-M69A WP_216276383.1 (CDS_0046)
47 DrmD_00013 DrmD (CDS_0054)
T 48 49 50 51 52 53 transposase (CDS_0055)
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MGV-GENOME-0306028: 38,119-48,383 (+)
PDC-M69A_WP_216276383.1 (CDS_0038)
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MGV-GENOME-0198676: 25,209-27,740 (+)

PDC-M69A_WP_216276383.1 (CDS_0003)
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MGV-GENOME-0210960: 1-2,636 (-)
PDC-M69A_WP_216276383.1 (CDS_0003)
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MGV-GENOME-0289228:1-2,681 (-)
PDC-M69A_WP_216276383.1 (CDS_0003)
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IMGVR_UVIG_649989914_000002|649989914(649990494:1-2,917 (-)

PDC-M69A_WP_216276383.1 (CDS_0005)
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IMGVR_UViG_3300000288_000048|3300000288|EM272_1013312:1-3,996 (-)
PDC-M69A_WP_216276383.1 (CDS_0048)
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MGV-GENOME-4420863:37,154-41,149 (+)

PDC-M69A_WP_216276383.1 (CDS_0004)
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IMGVR_UViG_3300045988_173507|3300045988|Ga0495776_139668:93-3,796 (-)

PDC-M69A_ WP_216276383.1 (CDS_0044)
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MGV-GENOME-0267601:35,914-39,731 (+)

PDC-M69A_WP_216276383.1 (CDS_0005)
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MGV-GENOME-0287587:3-3,864 (-)

PDC-M69A_WP_216276383.1 (CDS_0048)
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MGV-GENOME-0286490:37,154-40,530 (+)
PDC-M69A_WP_216276383.1 (CDS_0003)
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MGV*GENOME70215656: 3872,825 ()
PDC-M69A WP_216276383.1 (CDS_0035)
transposase (CDS_0032)

integrase (CDS_0033)
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MGV-GENOME-0222405:1-1,845 (-)
37

MGV-GENOME-0211547:28,145-30,013 (+)
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MGV-GENOME-0216130:28,874-30,863 (+)
45

—————
IMGVR_UViG_3300014549 _000011|3300014549|Ga0134379_100348: 37,487-39,554 (+)
1
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MGV-GENOME-0260604: 2-2,138 (-)
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MGV-GENOME-0285182:2-1,831 (-)
46
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MGV-GENOME-0270877:36,497-38,338 (+)

PDC-M69A_WP_216276383.1 (CDS_0002)
T1
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MGV-GENOME-0242158:46-2,450 (-)
PDC-M69A_ WP_216276383.1 (CDS_0045) PDC-559_WP_173620398.1 (CDS_0062)
DrmD_00013 DrmD (CDS_0051) endolysin (CDS_0060)
147 48 49 50 transposase (CDS_0052) 53 54 55 56 57 58 59 | 61
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MGV-GENOME-0327637:37,327-57,805 (+)

PDC-M69A_WP_216276383.1 (CDS_0048)

49 DrmD_00013 DrmD (CDS_0054)

Ts50 51 52 53 transposase (CDS_0055) 56 57 58 59 60 61
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MGV-GENOME-0331099: 39,369-57,484 (+)
PDC-M69A_WP_216276383.1 (CDS_0045)

T 46 endolysin (CDS_0057)
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MGV-GENOME-0321240: 36,122-54,605 (+)
PDC-M69A_WP_216276383.1 (CDS_0037)

endolysin (CDS_0050)
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MGV-GENOME-0300784:25,176-46,716 (+)

PDC-M69A_WP_216276383.1 (CDS_0045)

46 DrmD_00013 DrmD (CDS_0051) endolysin (CDS_0060)
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endolysin (CDS_0004)
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MGV-GENOME-0322537:217-18,656 (-)
PDC-M69A_WP_216276383.1 (CDS_0037)

ransposase (CDS_0039) endolysin (CDS_0053)

| 38 40 41 42 4344 45 46 47 48 49 50 5152 | 54 55 56 57
00 53 g o M M 5 (o 00000y ) s ) I B B B ) ey I
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IMGVR_UViG_3300045988_167479|3300045988|Ga0495776_098226:24,833-45,710 (+)
PDC-M69A_WP_216276383.1 (CDS_0007) 53 PD-Lambda-5_A_WP_072870873.1 (CDS_0051)

6 5 4 3 2 1] DNA helicase (CDS_0052) 50 49 48 47 46 45 44
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IMGVR_UVIG_ 3300045988, 173330|3300045988] Ga0495776_117729: 1-6.272 (-); 31.845-46,691 ()
PDC-M69A WP_216276383.1 (CDS_0046) tRNA-Undet(NNN)
47 55
Tas 49 50 51 5253 54 [5:7657 58 59
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MGV-GENOME-0301033: 38,609-46,920 (+)
PDC-M69A_WP_216276383.1 (CDS_0044)
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MGV-GENOME-0294602: 36,182-45,297 (+)
PDC-M69A_WP_216276383.1 (CDS_0004)
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IMGVR_UViG_3300014709_000057|3300014709|Ga0134424_100113: 3-8,288 (-)

PDC-M69A WP_216276383.1 (CDS_0003)
7 121

T ———
MGV-GENOME-4412019:1-5,744 (-)
PDC-M69A_WP_216276383.1 (CDS_0054)
DrmD_00013 DrmD (CDS_0058)
55 56transposase (CDS_0057) 59 606162 63 64 65 66 6768
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IMGVR_UViG_3300045988_165691|3300045988|Ga0495776_147044:43,466-53,505 (+)
PDC-M69A_WP_216276383.1 (CDS_0052)
DrmD_00013 DrmD (CDS_0056)
53 54transposase (CDS_0055) 57 5859 60 61 62 63 64 65 66
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IMGVR_UViG_3300045988_170597|3300045988|Ga0495776_170346:40,942-51,193 (+)
40 41 42 43 44 45 46

IMGVR_UViG_3300039328_000248|3300039328|Ga0169860_00076[1-42799:33,652-42,088 (+)
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MGV-GENOME-0246417:921-7,661 (-)
8000 nt !
DNA, RNA and nucleotide metabolism head and packaging integration and excision transcription regulation unknown function defence (PADLOC) tRNA
I




