
MGV-GENOME-0367706: 31,232-39,493 (+)

GroEL (VF0594) (CDS_0029) 30 31 32 33
HP-NAP (VF0052) (CDS_0034)

35 36 37 38 39
SigE (VF0295) (CDS_0040)

41 42

uvig_46977: 31,943-41,100 (+)

35 36 37 43

uvig_245132: 33,551-40,449 (+)

chaperonin groEL 33 35 37 43

IMGVR_UViG_3300045988_182372|3300045988|Ga0495776_005048: 33,649-40,841 (+)

36 37 38 43

MGV-GENOME-0334762: 9,199-17,679 (+)

13 14 15 18 19 22

uvig_63824: 33,574-40,947 (+)

35 36 39 40

MGV-GENOME-0341526: 56,624-64,693 (-)

798485

MGV-GENOME-0345502: 34,664-42,036 (+)

39 40

MGV-GENOME-0368812: 33,122-42,193 (+)

38 39 40 41 43 44 45

IMGVR_UViG_3300045988_182379|3300045988|Ga0495776_183543: 33,219-42,355 (+)

33 38 39 40 41

3000 nt

other unknown function virulence (VFDB)


