baseplate assembly protein (CDS_0018)

virion structu_ral protein (CDS_0023)
tail protein (CDS_0022) Retron_VI_HTH (CDS_0028)
19 20 21 | 24 25 26 27 [29303132 33 34 35 36 373839 40 41 42 43 44 45 46
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MGV-GENOME-0305460: 16,561-33,924 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0040)
Retron_VI_HTH (CDS_0029) DnaD-like helicase loader (CDS_0041)
virion structural protein (CDS_0024) 25 26 27 28 T 30313233 34 35 36 37 3839 \ 42

MGV-GENOME-0303817:16,575-33,717 (+)
radical SAM domain-containing protein (CDS_0026)
Retron_VI_HTH (CDS_0030)
virion structural protein (CDS_0024) 33 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0042)
tail protein 25 27 28 29 | 313273435 36 37 38 39 4041 | 43 44
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MGV-GENOME-0272179:16,566-34,792 (+)

Retron_VI_HTH (CDS_0030)
anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0042)
virion structural protein (CDS_0024) 25 26 27 28 29 31 32 T3435 36 37 38 39 4041 43 44
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MGV-GENOME-0343043: 16,566-35,841 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0041)
Retron_VI_HTH (CDS_0030) DnaD-like helicase loader (CDS_0042)
26 27 28 29 [31323334 35 36 37 38 3940 | 43

GV-GENOME-0288093: 16,648-33,720 (+)

capH (CDS_0025) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0038)
baseplate hub (CDS_0017) 28 DnaD-like helicase loader (CDS_0039)
T tail protein (CDS 0018) 22 23 24 | 2627] 293031 32 33 34 35 3637 | 40
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uvig 260222:14,827-30,143 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0047)
27 capH (CDS_0031)34 DnaD-like helicase loader (CDS_0048)
virion structural protein (CDS_0024) 25 26| 28 29 30 | 3233[35 36 37 383940 41 42 43 44 4546 | 49

MGV-GENOME-0316257:16,625-36,913 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0044)
restriction endonuclease (CD§_0041)

31 DnaD-like helicase loader (CDS_0045)
virion structural protein (CDS_0024) 25 26 2728 2930 32 33 343536 37 38 39 40 4243 | 46
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MGV-GENOME-0307582: 16,623-34,537 (+)

radical SAM domain-containing protein (CDS_0026) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0035)
virion structural protein (CDS_0024) 25 27 28 29 30 31 32 33 34_r 36 37

e T T
uvig_41666:16,625-31,839 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0035)
radical SAM domain-containing protein (CDS_0026) DnaD-like helicase loader (CDS_0036)
virion structural protein (CDS_0024) 25 27 28 29 30 31 32 3334 \ 37

uvig_20475:16,622-31,983 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0033)
DnaD-like helicase loader (CDS_0034)
virion structural protein (CDS_0024) 25 26 27 28 29 30 3132 \ 35

GV-GENOME-0294384: 16,625-29,930 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0030)
DnaD-like helicase loader (CDS_0031)
virion structural protein (CDS_0024) 25 26 27 2829 \ 32
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GV-GENOME-0255827:16,598-27,646 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0030)
radical SAM domain-containing protein (CDS _( 0026)
DnaD-like helicase loader (CDS 0031)
virion structural protein (CDS_0024) 25 27 2829 \
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uvig_445086_:16,586-28,586 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0029)
virion structural protein (CDS_0024) 25 26 27 28 30 31
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virion structural protein (CDS_0023) 2425 26 27
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MGV-GENOME-0267221:16,561-25,776 (+)
DnaD-like helicase loader (CDS_0027)

virion structural protein (CDS_0024) 25 26 28
N S I I N
MGV-GENOME-0254358: 16,622-25,913 (+)

virion structural protein (CDS_0024) 25 26 27
e —————————————————————————— I N I
MGV-GENOME-0252929: 16,593-25,047 (+)

24 25 26
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GV-GENOME-0226903: 16,625-24,051 (+)
27
23 24 2526[28 29 30
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MGV-GENOME-0216178: 15,008-24,960 (+)
virion structural protein (CDS_0024) 25 26 31

MGV-GENOME-0234513: 16,616-24,843 (+)
virion structural protein (CDS_0024) 25 26

I N S
MGV-GENOME-0252255:16,572-23,461 (+)
8000 nt i
DNA, RNA and nucleotide metabolism head and packaging other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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