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7  single strand DNA binding protein (CDS_0008)
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26 25 24 18 17 endolysin (CDS_0016)
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MGV-GENOME-0098015:11,259-15,179 (-)
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DNA methyltransferase (CDS_0006)
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uvig 169913:1-4,483 (+)

DNA methyltransferase (CDS_0019) 16 DNA polymerase (CDS_0013)

uvig_54139:8,533-14,825 (-)
DNA methyltransferase (CDS_0007)

MGV-GENOME-0071508:863-6,990 (+)
DNA methyltransferase (CDS_0007)

MGV-GENOME-0101760: 991-7,322 (+)
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MGV-GENOME-0097887: 7403 14,488 (-)
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SAMN11893765_al ct4201 _vs51:6,620-14,004 (-)
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MGV-GENOME-0084945:763-7,666 (+)
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MGV-GENOME-0104160:11,053-14,922 (-)
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DNA methyltransferase (CDS_0008)

MGV-GENOME-0108584: 1,035-4,968 (+)
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uvig_52562:1,038-5,329 (+)
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MGV-GENOME-0089710:9,749-13,977 (-)
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SAMN11893774 al ct2767 vs1:2-3,227 (+)
2000 nt !
DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function
— I N




