Lar-like restriction alleviation protein (CDS_0045)

transcriptional regulator (CDS_0034) Ren-like exclusion protein (CDS_0042)
transcriptional regulator (CDS_0037) DEDDhA__ILIII_IV_V_VI_1 (CDS_0043)
32 33 35 36 38 39 40 41 \ 44 anti-termination protein Q-like
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IMGVR_UViG_2648501186_000001|2648501186|2648508420: 27,441-32,650 (+)

41 40 39

— — — —— — ——
MGV-GENOME-0273094: 29,635-34,857 (-)

44 42 41 40

— " S S EE——
IMGVR_UViG_2740892273 000003|2740892273|2740967584: 34,539-39,676 (-)
41 40

— e I s s N NS S——
uvig_291578:31,473-36,459 (-)

41 36 34 33

— — I E—
MGV-GENOME-0235572:24,715-29,458 (-)

— - _————§» & | —§1 ——————— —— ——— — ——§ —] ———
uvig_396058:29,050-33,952 (-)

27 26 25 anti-termination protein Q-like (CDS_0020)

— — S S—
MGV-GENOME-0202696: 16,751-22,436 (-)

— ——— ¢« __—_—u _1_ 3 " — ———— ——————§ —| ———]
IMGVR_UViG_2563366978_000001|2563366978|2563400329: 37,011-42,376 (-)

35 34 33

— X w1 ] | ———— ———~§3 —f ——
MGV-GENOME-0246233:24,408-30,132 (-)

31 30 29 28 27 26 25

— — I 1 e S s S S S—
MGV-GENOME-0210922:17,261-23,799 (-)
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