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IMGVR_UViG_2718218431_000003|2718218431|2718229221|3224456-3279067: 32,443-41,193 (+)
transposase (CDS_0039)
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37 40 transposase (CDS_0041)

TemPhD_cluster_39497_:30,053-40,825 (+)

41 transposase (CDS_0042)
. . - —— -_— L NN R S —
IMGVR_UViG_2713897157_000003|2713897157|2713947226|6333-61070: 33,129-41,566 (+)
40 transposase (CDS_0041)
g —c @040 — 0O CIDD DD
IMGVR_UVIG_2576861100_000003|2576861100|2576869354|786985-841222: 30,254-41,065 (+)
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