
uvig_298831: 33,624-44,497 (+)

35 36 37
RecT-like ssDNA annealing protein (CDS_0038)

exonuclease VII (CDS_0039) 40 41 42 43 44
transcriptional repressor (CDS_0045)

CII-like transcriptional activator (CDS_0046)

47 DnaD-like helicase loader (CDS_0048)

TemPhD_cluster_58300: 30,263-40,079 (+)

37 41 42

IMGVR_UViG_2576861316_000003|2576861316|2576882668|204581-257592: 30,121-41,293 (+)

RecT-like ssDNA annealing protein (CDS_0035) 39 40
DS-6__DS-6B (CDS_0041)

DS-6__DS-6A (CDS_0042)

SAMN00792015_a1_ct6670_vs1: 28,907-39,329 (+)

36 40 41 42

TemPhD_cluster_15610: 34,006-42,122 (+)

35 36 transposase (CDS_0037)

Norman_141_NODE_2_length_52817_cov_2466.372655: 29,996-38,367 (+)

36 transposase (CDS_0037)

TemPhD_cluster_57730: 33,098-41,449 (+)

39 transposase (CDS_0040)

TemPhD_cluster_15608: 34,006-42,122 (+)

transposase (CDS_0037)

uvig_233967: 27,933-36,428 (+)

37 38

TemPhD_cluster_46718: 29,900-39,746 (+)

38 39

IMGVR_UViG_2718218431_000003|2718218431|2718229221|3224456-3279067: 32,443-41,193 (+)

40

IMGVR_UViG_2718218496_000005|2718218496|2718229361|3106066-3160731: 31,985-41,503 (+)

transposase (CDS_0039)

TemPhD_cluster_39497_: 30,053-40,825 (+)

37 40 transposase (CDS_0041)

IMGVR_UViG_2713897157_000003|2713897157|2713947226|6333-61070: 33,129-41,566 (+)

41 transposase (CDS_0042)

IMGVR_UViG_2576861100_000003|2576861100|2576869354|786985-841222: 30,254-41,065 (+)

40 transposase (CDS_0041)

IMGVR_UViG_2877560816_000004|2877560816|2877560816|4035951-4086752: 28,155-38,935 (+)

38 transposase (CDS_0039)

TemPhD_cluster_57545: 42,977-52,889 (-)

6263

TemPhD_cluster_57712: 33,360-42,476 (+)

40 42 43 44

TemPhD_cluster_57834: 30,779-41,563 (+)

46 47 48 53

IMGVR_UViG_2571042801_000001|2571042801|2571149897|162416-214009: 31,060-40,454 (+)

41

PDC-M11B_WP_204471233.1 (CDS_0042)
PDC-M11A_WP_212116594.1 (CDS_0043)

44

IMGVR_UViG_2657245431_000003|2657245431|2657299036|300058-353719: 26,188-40,358 (+)

DNA polymerase (CDS_0026)
27 28 29 34 35 36

IMGVR_UViG_2571042761_000001|2571042761|2571145467|165817-222927: 26,269-38,671 (+)

gcuWGS21__gcuWGS21 (CDS_0028)
29 35 38 transposase (CDS_0039)

5000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


