virion structural protein (CDS_0020) gcuWGS21__gcuWGS21 (CDS_0030)
minortaiTprotein (CDS_0021) tail fiber protein (CDS_0024) UmuD-like protein (CDS_0028)
tail length tape measure protein (CDS_0018) tail protein (CDS_0026) DNA polymerase (CDS_0029) excisionase (CDS_0033)
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TemPhD_cluster_57466:11,656-31,358 (+)
tail fiber protein (CDS_0021) 22 23 24 25 26
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IMGVR_UViG_2576861100_000003|2576861100[2576869354|786985-841222: 11,228-30,493 (+)
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25 |28 29 30 31 DS-13_DS-13B (CDS_0034)
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transposase (CDS_0025)
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IMGVR_UViG_2576861316 OOOOOS|2576861316\2576882668|204581 257592:11,236-30,360 (+)
tail fiber protein (CDS_0023) 24 25 26 27 28

IMGVR_UVIG_ 2576861241 000002|2576861241\2576878614|411262 465271 11,663-28,663 (+)

tail fiber protein (CDS_0027)
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IMGVR_UVIG 2571042801 OOOOOl|2571042801\2571149897|162416 214009 11 663-28,663 (+)
tail fiber protein (CDS_0027) HEC-08_WP_093018341.1 (CDS_0031)
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TemPhD_cluster_57653:11,663-32,095 (+)

22 23 24 25 DNA invertase (CDS_0026)

uvig_298831:11,230-27,891 (+)

HitABC (VF0268) (CDS_0031)

tail fiber protein (CDS_0026) ABC transporter (CDS_0032)
tail fiber protein (CDS_0023) 24 25 DNA invertase (CDS_0027) 30 \ 33
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uvig 290647:11,668-33,790 (+)

tail fiber protein (CDS 0026)
tail fiber protein (CDS_0023) 24 25 31
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TemPhD_cluster_57568:11,674-31,662 (+)

tail fiber protein (CDS_0026) RecT-like ssDNA annealing protein (CDS_0036)
tail fiber protein (CDS_0023) 24 25 27 28 29 34 35 exonuclease VII (CDS_0037)
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IMGVR_UViG_2718218265_000001|2718218265|2718228913|2956168-3012691: 11,668-37,960 (+)
tail fiber protein (CDS_0021) 22 DNAinvertase (CDS_0023)
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TemPhD_cluster_39497_:10,752-26,591 (+)
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TemPhD_cluster_58300:11,969-26,801 (+)

tail fiber protein (CDS_0007)
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IMGVR_UViG_2571042761_000001|2571042761|2571145467|165817-222927:11,228-29,865 (+)
23 24 25
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IMGVR_UViG_2877560816_000004|2877560816|2877560816|4035951-4086752: 11,673-28,394 (+)
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IMGVR_UViG_2713897157_000003|2713897157(2713947226|6333-61070:11,228-30,711 (+)
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26 27 Reverse transcriptase (CDS_0028) Retron_ RT _Tot_10 (CDS_0031)

IMGVR_UViG_2687453327_000003|2687453327|2687453860|3050939-3106870: 11, 674 37,691 (+)
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IMGVR_UViG_2718218496_000005|2718218496|2718229361|3106066-3160731: 11,674-36,425 (+)
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IMGVR_UViG_2851459628 000002(2851459628|2851459628|8687-63577:11,674-32,449 (+)
22 23 24 25
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TemPhD_cluster_15610: 11,674-37,044 (+)
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TemPhD_cluster_15608: 11,674-37,044 (+)
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Norman_141_NODE_2_length_52817_cov_2466.372655: 11, 228 33,034 (+)

tail fiber protein (CDS_0026)
25 27 31

TemPhD_cluster_57730:11,228-36,136 (+)

22 23 24 25
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TemPhD_cluster_46718:11,228-34,340 (+)

transcriptional repressor (CDS_0034)
32
25 26 27 31 T 33 | Cll-like transcriptional activator (CDS_0035)
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uvig_576775:11,682-28,895 (+)
tail fiber protein (CDS_0023) 24 25 26 27
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uvig_233967:11,668-31,521 (+)

tail fiber protein (CDS_0023)
21 22 24 UmuD-like protein (CDS_0025)
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IMGVR_UVIG_2657245431_000003|2657245431|2657299036|300058-353719: 11,276-35,853 (+)
RecX-like filament modulator (CDS_0025) PDC-M38B_WP_144863733.1 (CDS_0032)
DNA binding protein (CDS_0028)
6 tail length tape measure protein (CDS_0017) tail fiber protein (CDS_0023) 24 \ 26 27 T AbiLi-2 AbiLi (CDS_0031) 33
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TemPhD_cluster_25294:10,320-32,089 (+)

RecX-like filament modulator (CDS_0025)

DNA binding protein (CDS_0028)
tail fiber protein (CDS_0023) 24 |26 27 T 30
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SAMNO00792015_al_ct6670_vs1:10,320-29,146 (+)

24 25 26 2728 29 30 31

MGV-GENOME-0200808: 11,674-28,106 (+)
21 22 23 24

———————— T |
uvig 397030: 11,230-25,252 (+)

Rz-like spanin (CDS_0028)
22 27 T 29 =3

uvig_370746:12,900-27,108 (+)
tail fiber protein (CDS_0025)
22 23 24 26 27

uvig_239381:11,182-28,169 (+)
UmuD-like protein (CDS_0028)
Rz-like spanin (CDS_0033)
holin (CDS_0030)
holin (CDS_0032)
25 26 27 | 29 [ 31| 34

MGV-GENOME-0209121: 11,963-29,588 (+)
UmuD-like protein (CDS_0028)
Rz-like spanin (CDS_0032)
holin (CDS_0031)
25 26 27| 29 30 [ | 33
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SAMN00990371_al_ct5964_vs1:11,963-28,447 (+)

Rz-like spanin (CDS_0029)
holin (CDS_0026)
tail fiber protein (CDS_0024) holin (CDS_0028)
25 |27 | 3031
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MGV-GENOME-0195053: 1 (+)
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,343-
tail fiber protein (CDS_0023) 24 25 27

uvig_314770:10,964-24,90
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uvig_304311:11,674-24, 310(
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tail fiber protein (CDS_0025) 26 27 2829

uvig_198005: 11,682-25,344 (+)
23 24 25 26
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uvig 218585:11,682-27,377 (+)
UmuD-like protein (CDS_0028)
holin (CDS_0032)
tail fiber protein (CDS_0026) DNA polymerase (CDS_0029) holin (CDS_0034)
23 24 25 DNA invertase (CDS_0027) 30 31 | 33 | Rzlike spanin(CDS_0035)

uvig_393779:11,666-35,026 (+)
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