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SRS045254_a1_ct2000: 1,757-13,167 (+)
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SRS146750_a1_ct11644:1,757-13,248 (+)

©
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SRS142531 al ct44206:2,759-14,117 (+)
HNH endonuclease (CDS_0005)
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MGV-GENOME-0256051:2,789-14,350 (+)

o
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SAMEA2737966_b1 _ct5:1,757-12,663 (+)

o
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SRS023938_a1 ct23195:1,757-12,568 (+)

o
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SAMEA2737919_b1 _ct7:1,757-12,579 (+)
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SRS074598 al ct13745:1,757-12,299 (+)

%

SRS015745_al _ct5345:2,759-13,031 (+)

o
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SRS143216_a1_ct27074_vs01:1,757-12,922 (+)
1 1 6 7 8 9

o

MGV-GENOME-0274808:41,066-41,192 (+); 1-13,121 (+)
HNH endonuclease (CDS_0005)
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MGV-GENOME-0267334:39,126-39,770 (+); 1-10,883 (+)
HNH endonuclease (CDS_0005)

SAMEA2738018_b1_ct3:2,789-10,883 (+)

5 HNH endonuclease (CDS_0006)

SRS058808_a1_ct18010: 1,757-9,858 (+)

;

MGV-GENOME-0268812:39,454-40,049 (+); 1-9,711 (+)
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al 11-7,419 (+)

!

SRS097907_al_ct36404 vs1:1-7,475 (+)
5000 nt i
DNA, RNA and nucleotide metabolism connector unknown function




