Dda-like helicase (CDS_0038) WhiB3 (VF0288) (CDS_0048)
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SRS143068_a1_ct116866:26,723-35,655 (+)
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MGV-GENOME-0274808: 26,712-35,546 (+)
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SRS015470_al _ct20791:26,588-35,128 (+)

SRS142664_al_ct38012:27,094-34,798 (+)

SRS142483_a1_ct25069_vs01:22,407-31,044 (+)
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SRS015745_al_ct5345:26,802-35,252

+)

SRS024447_al_ct23806_vs1:26,326-34,555 (+)

SRS055401_al_ct15304:26,634-34,726 (+)

SRS042691 _al ct47890_vs1:23,790-31,718 (+)
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SRS074598_a1_ct13745:26,388-33,885 (+)
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SRS142531 al ct44206:27,607-35,707 (+)
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SRS104320_a1_ct25190:25,836-35,617 (+)

SRS023938_a1_ct23195:26,723-35,536 (+)

SRS146750_a1_ct11644:26,699-35,028 (+)

SRS013252_a1_ct25549:25,738-33,619 (+)

SRS058808_a1_ct18010: 26,256-34,440 (+)

SAMEA2738018_b1 _ct3:27,584-35,204 (+)

Nadia_combined_trimmed_NODE_34_length_39885_cov_42.619257:26,265-35,273 (+)
39 41 42 43 44 45

SAMEA2737966_b1_ct5: 26,284-35,855 (+)
38 39 40 41 42 43
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SRS019025_al ct35218 vs1:26,649-36,733 (+)

exonuclease (CDS_0036) 39 40 41 42 43 44
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SRS075876_al_ct9866:25,406-35,058

+)
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MGV-GENOME-0256051: 28,151-37,711 (+)
40 41 42 43 44 45 47 48 49

SRS143216_al ct27074 vs01:26,185-35,521 (+)

MGV-GENOME-0275436: 26,109-35,496 (+)

SRS045254_a1_ct2000: 26,458-34,388 (+)
4000 nt
DNA, RNA and nucleotide metabolism unknown function virulence (VFDB)




