Avd protein of DGR (CDS_0029) DS-34__DS-34A (CDS_0039)

endolysin RT_II-AM_III-B_2 (CDS_0030) dehydrogenase (CDS_0036)
[22 23 24 25 26 27  tail protein (CDS_0028) | 31 32 33 34 dehydrogenase (CDS_0035) 37 38

é
%

—-— -
IMGVR_UViG_2531839020_000001|2531839020|2531842725|29848-64377:14,652-31,089 (+)
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