MTase_II_00048 Type (CDS_0036)
RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0038) replication initiation protein (CDS_0042)
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IMGVR_UViG_3300007220_000248|3300007220|Ga0104054_100255[26646-62551: 28,401-34,918 (+)
31 MTase_|I_00048 Type (CDS_0035) 36 RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0037)
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IMGVR_UViG_7000000222_000060|7000000222|SRS057539_LANL _scaffold_54934:29,798-36,313 (+)
32 MTase_|I_00048 Type (CDS_0038) 39 RM_ Type_Il_Type_|Il_MTases_FAM_2 (CDS_0040) 43
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IMGVR _UViG_3300006260_000002|3300006260|Ga0099518_100403:30,851-37,126 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0036)
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IMGVR_UViG_3300007996_000274|3300007996|Ga0111052_100007|128625-166832: 31,253-38,206 (+)
RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0039)
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IMGVR_UViG_3300045988_170588|3300045988|Ga0495776_009071:31,828-37,311 (+)
RM _Type_ll_Type_ll_MTases_ FAM_2 (CDS_0037) 39
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IMGVR_UViG_7000000374_000042|7000000374|SRS016342_Baylor_scaffold_41598:30,124-35,531 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0043)
MTase_II_00048 Type (CDS_0041)
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IMGVR_UViG_3300045988_118746|3300045988|Ga0495776_157814:30,708-36,754 (+)
DNA methyltransferase (CDS_0036) 37
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IMGVR_UViG_3300045988_114454|3300045988|Ga0495776_177998:31,653-38,103 (+)
DNA methyltransferase (CDS_0042)
MTase_|I_00030 Type (CDS_0044)
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IMGVR_UViG_3300045988_123078|3300045988|Ga0495776_025037: 33,356-39,760 (+)

MTase_II_00030 Type (CDS_0039)
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IMGVR_UViG_3300045988_153251|3300045988|Ga0495776_171275:38,144-44,376 (+)
MTase_|I_00048 Type (CDS_0040) 41 MTase_ll_00030 Type (CDS_0042) 44
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IMGVR_UViG_3300007358_000282|3300007358|Ga0104765_100088(6463-50743: 37,760-43,302 (+)
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IMGVR_UViG_3300006319_000250|3300006319|Ga0099581_100006]124337-163691: 32,706-38,384 (+)
MTase_II_00048 Type (CDS_0040)
39 41 MTase_|I_00030 Type (CDS_0042) 43
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SRS022980_a1_ct33430_vs1:31,512-37,863 (+)

39

40
s D, B, D s D B —— ) D |

IMGVR_UViG_3300007096_000017|3300007096|Ga0102538_100067:29,671-36,123 (+)

MTase_II_00030 Type (CDS_0039)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0038) 40
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IMGVR_UViG_3300019477_000079|3300019477|Ga0197716_100033:30,617-37,047 (+)
cysH_IV-B_1 (CDS_0036)

I
SRS149961_al_ct6877_vs1:29,702-35,630 (+)
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DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)




