
SRS148511_a1_ct11338_vs01: 25,446-37,029 (+)

endolysin (CDS_0034)
35 36 37 38

Control_protein_00002 control (CDS_0039)

transposase (CDS_0040) 41 42 43 44

nosihep_NshR-NCBIFAM NshR family nosiheptide/thiostrepton resistance 23S rRNA methyltransferase (NF000035.1) (CDS_0045)

DNA binding protein (CDS_0046)
47 48 49 50

IMGVR_UViG_3300029727_000213|3300029727|Ga0245198_100228|15252-63116: 25,446-37,099 (+)

41
tRNA-Arg(CCT)

42 43 44

IMGVR_UViG_3300014927_000140|3300014927|Ga0169766_100207|5175-57002: 25,446-41,057 (+)

41
peptidase (CDS_0042)

43 44 45 46 47 48 49
mads_8 (CDS_0050)

51

Han_2018_ERR1398136_NODE_196_length_51836_cov_30.860045: 24,406-41,065 (+)

31 32 33 36 37 38 ATP-dependent protease (CDS_0039) 40 41 42 43 44

ABC transporter (CDS_0045)
mads_8 (CDS_0046)

47

IMGVR_UViG_3300035653_000018|3300035653|Ga0134456_00230: 24,116-30,933 (+)

35 36
37

38 39

uvig_47677: 24,161-30,831 (+)

35
36

37 38

SRS014736_a1_ct7121: 24,836-31,456 (+)

35 36 37

IMGVR_UViG_3300045988_062211|3300045988|Ga0495776_027592: 22,453-29,097 (+)

33
34

35 37

MGV-GENOME-0294000: 24,340-31,880 (+)

35 36 37
38

39 43

IMGVR_UViG_3300006722_000007|3300006722|Ga0101786_100276: 22,713-29,019 (+)

33 34 35
36

37

IMGVR_UViG_3300045988_064498|3300045988|Ga0495776_012684: 23,902-31,182 (+)

29 31 35 36 41

IMGVR_UViG_3300029524_000305|3300029524|Ga0244794_100445|4627-45750: 22,167-28,372 (+)

34 35

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) AMR (AMRFinderPlus)

tRNA


