RNA polymerase beta subunit (CDS_0048)
HNH endonuclease (CDS_0045) terminase small subunit (CDS_0053)
HNH endonuclease (CDS_0049)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0039) DNA helicase (CDS_0047) MTase_|1_00107 Type (CDS_0052)
DNA polymerase (CDS_0040) 41 42 DNA helicase (CDS_0043) 44 | 46 | 50 51 | 1
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IMGVR_UViG_3300022661_000031|3300022661|Ga0216339_10004381: 27,681-39,322 (+); 1-1,356 (+)

RNA polymerase beta subunit (CDS_0044)
HNH endonuclease (CDS_0041)
40 HNH endonuclease (CDS_0045)

)

IMGVR_UViG_3300024268_000213|3300024268|Ga0257090_10005944: 25,160-36,238 (+)

RNA polymerase beta subunit (CDS_0044) minor head protein
endonuclease (CDS_0042) HNH endonuclease (CDS_0045) portal protein (CDS_0002,
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uvig_181509:27,747-38,522 (+); 1-2,801 (+)

MTase_lI_00107 Type (CDS_0049)

MGV-GENOME-0261448: 30,580-38,708 (+)
42 MTase_|I_00107 Type (CDS_0048)

MGV-GENOME-0261493:30,456-38,714 (+)
MTase_lI_00107 Type (CDS_0050)

MGV-GENOME-0286433: 30,662-38,790 (+)
RNA polymerase beta subunit (CDS_004i)
HNH endonuclease (CDS_0045) 48

IMGVR_UViG_3300014944_000001|3300014944|Ga0134440_100273:27,919-38,782 (+); 1-2,801 (+)
39 RNA polymerase beta subunit (CDS_0044) HNH endonuclease (CDS_0045)

|
;
‘

MGV-GENOME-0261700:27,328-38,753 (+); 1-2,801 (+)
38 DNA polymerase (CDS_0039) RNA polymerase beta subunit (CDS_0045) HNH endonuclease (CDS_0046)

I
é
‘

MGV-GENOME-0261694:27,273-38,752 (+); 1-2,801 (+)

RNA polymerase beta subunit (CDS_0045) HNH endonuclease (CDS_0046)

N 0 —
IMGVR_UViG_3300014534_000008|3300014534|Ga0134455_100126: 27,915-38,776
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MGV-GENOME-0250725:26,843-36,854 (+); 1-2,801 (+)

!

MGV-GENOME-0217498:21,081-31,115 (+)

!
\

MGV-GENOME-0254414: 27,176-37,492 (+); 1-2,801 (+)
exonuclease (CDS_0032)
31 DNA polymerase (CDS_0034) 35 41

I
!
|

I I ——
IMGVR_UViG_3300008725_000035|3300008725|Ga0115670_1000745: 25,457-36,138 (+)

DNA helicase (CDS_0040)

IMGVR_UViG_3300045988_002618|3300045988|Ga0495776_021505: 24,371-34,564 (+)

HNH endonuclease (CDS_0046)
anti-TA (APIS117) (CDS_0042) endonuclease (CDS_0045) 47

N S —
SAMN10290184_al_ct1597:27,396-37,816 (+)
45 47 HNH endonuclease (CDS_0048)

0 —————]
IMGVR_UViG_3300045988_010066|3300045988|Ga0495776_071442:27,650-40,013 (+)
45

N B—
MGV-GENOME-0298115:27,632-40,006

+)
RNA polymerase beta subunit (CDS_0046) HNH endonuclease (CDS_0047)

B e T ———————
IMGVR _UViG_3300001688_000010|3300001688|SAHDGT3000_10001636:27,855-39,860 (+); 1-2,801 (+)
RNA polymerase beta subunit (CDS_0046) HNH endonuclease (CDS_0047)

1 e —
IMGVR_UViG_3300001682_000010|3300001682|SAHD_10001636: 27.855-39,860 (+); 1-2,801 (+)
MTase_II_00107 Type (CDS_0033)

—
MGV-GENOME-0205430:21,306-28,952

+)
methyltransferase (CDS_0049)
MTase_I1_00107 TypeEDS_OO48)

-
MGV-GENOME-0275946:31,475-38,355 (+)

MTase_II_00107 Type (CDS_0033)

MGV-GENOME-0197141:21,012-27,465 (+)
42 MTase_lI_00107 Type (CDS_0048)

l
~~

OTU_3044: 28,822-35,911 (+)
MTase_lI_00107 Type (CDS_0033)

MGV-GENOME-0204742:21,874-28,823 (+)

MTase_I1_00107 Type (CDS_0047)

IMGVR_UViG_2788500604_000003|2788500604(2788579672|107265-145656:31,545-38,391 (+)
38 MTase_lI_00107 Type (CDS_0044)

©

IMGVR_UViG_3300045988_000482|3300045988|Ga0495776_162864:28,451-35,270 (+)
MTase_lI_00107 Type (CDS_0046)

IMGVR_UViG_3300045988_003129|3300045988|Ga0495776_041788:31,141-38,045 (+)
MTase_lI_00107 Type (CDS_0034)

MGV-GENOME-0185290:21,765-25,484 (+)
MTase_lI_00107 Type (CDS_0039)
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MGV-GENOME-0231590: 26,192-33,630

+)
MTase_lI_00107 Type (CDS_0047)
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Shkoporov_2018_SRR6128104_NODE_20_length_39837_cov_40.240662: 30,622-39,837 (+); 1-1,356 (+)
MTase_lI_00107 Type (CDS_0050)

MGV-GENOME-0255535:30,484-37, 679 (+)

-
_
IMGVR_UViG_3300029779_000015|3300029779|Ga0243834_1000537: 30,620-37, 860( )

MTase_lI_00107 Type (CDS_0040)
41

MTase_II_00107 Type (CDS_0050)

LD

e
MGV-GENOME-0279553: 24,801-31,976 (+)

)

———
MGV-GENOME-0224677:25,101-32,341 (+)

MTase_lI_00107 Type (CDS_0039)

HNH endonuclease (CDS_0044)
43 45 51

:

MGV-GENOME-0302456:25,097-37,050

+)
MTase_lI_00107 Type (CDS_0035)

MGV-GENOME-0239121:22,549-29,503 (+)
32 MTase_11.00107 Type (CDS_0033)

MGV-GENOME-0194142:20,084-26,948 (+)
MTase_lI_00107 Type (CDS_0048)

—
MGV-GENOME-0253743:30,425-37,377 (+)

48 MTase_l1_00107 Type (CDS_0049)

—
IMGVR_UViG_3300029716_000033|3300029716|Ga0245260_1000960: 30,397-37,487 (+)

46 MTase_l1_00107 Type (CDS_0048)
[ e e B |
IMGVR_UViG_3300045988_007256|3300045988|Ga0495776_085529: 31,095-38,430 (+)

52 MTase_|I_00107 Type (CDS_0054)

— —
IMGVR_UViG_3300029757. 000187|3300029757\Ga0243876 100160[3679-46521: 35 407-42,842 (+)
45 MTase_lI_00107 Type (CDS_0049)

—
MGV-GENOME-0260988:31,292-38,625 (+)

MTase_|I_00107 Type (CDS_0043)

MGV-GENOME-0235028: 27,487-34,313 (+)
MTase_lI_00107 Type (CDS_0052)

SAMEA2737680_a1_ct68331 vs1:36,779-43,599 (+)

)

MTase_lI_00107 Type (CDS_0045)

e T e —_——— — — — — — | I E—
MGV-GENOME-0232713:27,254-33,852 (+)
MTase_|I_00107 Type (CDS_0034)
L ——————————————— I
MGV-GENOME-0193417:23,095-26,821 (+)
HNH endonuclease (CDS_0045)
47 MTase_II_00107 Type (CDS_0051)
e | NN E—

MGV-GENOME-0254568:29,635-37,516 (+)

l
o

I —— R
MGV-GENOME-0267261:29,274-39,754 (+)

Holliday junction resolvase (CDS_0043)
4445

i
‘
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IMGVR_UViG_3300045988_006512|3300045988|Ga0495776_041717:27,007-38,017 (+)
HNH endonuclease (CDS_0045)
endonuclease (CD5_0044)
43 1 |46

. E——
uvig 446017:26,846-37,707 (+)

HNH endonuclease (CDS_0045)
42 43 44 46
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IMGVR_UViG_3300045988_005936|3300045988|Ga0495776_041900: 26,399-38,082
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)

w
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MGV-GENOME-02125083: 16,748-27,209 (+)

g
~

MGV-GENOME-0268527:29,642-37,606 (+)

w
w

),

MGV-GENOME-0218231:22,990-31,241 (+)
24 endolysin (CDS_0025) 26 DNA polymerase (CDS_0027) 31 32

MGV-GENOME-0214597:18,733-30,584 (+)

22
T23 26 29 30
L e T——————————————] e ———————————————————— e
MGV-GENOME-0202722: 18,382-28,459 (+)
50
0 — — I
IMGVR_UViG_3300029374_000006|3300029374|Ga0243945_1000520: 36,745-43,180 (+)
48 3
LD L
I I —— I e e —

IMGVR_UViG_3300045988_000698|3300045988|Ga0495776_016153:29,113-37,452 (+); 1-4,126 (+)
DNA helicase (CDS_0036) 35

MGV-GENOME-0197508:21,461-27,532 (-)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function defence (PADLOC) anti-defence (dbAPIS)
— I




