
OTU_3044: 16,837-23,989 (+)

20 21

22
23

24

endolysin (CDS_0025)

26 27
28

29

30
31

DNA methyltransferase (CDS_0032)

33
34exonuclease

MGV-GENOME-0241685: 16,836-23,810 (+)

endolysin (CDS_0025)
capH (CDS_0026)

27 28

MGV-GENOME-0237683: 16,837-23,051 (+)

24 25

IMGVR_UViG_3300045988_004940|3300045988|Ga0495776_148574: 16,836-24,652 (+)

23
capH (CDS_0024)

25 26
28

29 exonuclease (CDS_0034)

MGV-GENOME-0224496: 18,158-25,767 (+)

25
capH (CDS_0027)

28 29

Shkoporov_2018_SRR6128104_NODE_20_length_39837_cov_40.240662: 16,899-25,789 (+)

21
capH (CDS_0027)

28 29 Retron_VI__HTH (CDS_0031)

IMGVR_UViG_3300045988_001203|3300045988|Ga0495776_187699: 18,158-26,074 (+)

capH (CDS_0027)
28 29

IMGVR_UViG_3300029716_000033|3300029716|Ga0245260_1000960: 17,915-25,563 (+)

capH (CDS_0027)
28 29

IMGVR_UViG_3300045988_002562|3300045988|Ga0495776_044816: 18,025-25,714 (+)

27
capH (CDS_0028)

29 30

MGV-GENOME-0293858: 18,158-26,007 (+)

27
capH (CDS_0028)

29

uvig_407099: 18,142-26,305 (+)

26
27 29

capH (CDS_0030)
31 32

IMGVR_UViG_3300029779_000015|3300029779|Ga0243834_1000537: 18,158-25,805 (+)

capH (CDS_0027)

28
29

31

IMGVR_UViG_3300045988_027666|3300045988|Ga0495776_110851: 18,277-28,087 (+)

2627 29
capH (CDS_0030)

31 32

MGV-GENOME-0267261: 18,277-28,087 (+)

29
capH (CDS_0030)

31 32

IMGVR_UViG_3300045988_003011|3300045988|Ga0495776_016954: 18,159-25,969 (+)

capH (CDS_0027)
28 29

MGV-GENOME-0253754: 18,081-25,601 (+)

capH (CDS_0027)
28 29

IMGVR_UViG_3300045988_005936|3300045988|Ga0495776_041900: 18,158-25,212 (+)

capH (CDS_0027)
28

IMGVR_UViG_3300045988_000698|3300045988|Ga0495776_016153: 18,070-25,378 (+)

capH (CDS_0028)
29

MGV-GENOME-0255134: 18,073-25,970 (+)

capH (CDS_0028)
29 30

IMGVR_UViG_3300029582_000020|3300029582|Ga0245118_100691: 16,830-25,211 (+)

25 26 27
capH (CDS_0028)

29

IMGVR_UViG_3300045988_001759|3300045988|Ga0495776_042734: 16,860-24,413 (+)

25 26
capH (CDS_0027)

28

MGV-GENOME-0248226: 16,860-24,413 (+)

endolysin (CDS_0025)
26

capH (CDS_0027)

28

MGV-GENOME-0268527: 16,765-25,906 (+)

endolysin (CDS_0025)
26 27

capH (CDS_0028)

29 30

MGV-GENOME-0257016: 16,860-26,004 (+)

endolysin (CDS_0025) 26
capH (CDS_0027)

28 29

IMGVR_UViG_3300045988_021710|3300045988|Ga0495776_043386: 16,732-27,490 (+)

2425
capH (CDS_0028)

29 3031

MGV-GENOME-0254568: 16,062-25,287 (+)

21 26 27 28 29
capH (CDS_0030)

31 32

MGV-GENOME-0192480: 5,730-13,246 (-)

131415
endolysin (CDS_0016)

MGV-GENOME-0244058: 16,076-23,732 (+)

23 25
capH (CDS_0026)

27 28

MGV-GENOME-0254391: 16,836-25,041 (+)

25 26

IMGVR_UViG_3300045988_001643|3300045988|Ga0495776_015742: 16,751-24,629 (+)

26

OTU_2847: 16,751-25,033 (+)

endolysin (CDS_0026)

IMGVR_UViG_3300045988_006972|3300045988|Ga0495776_083866: 16,836-25,002 (+)

25

IMGVR_UViG_3300045988_047210|3300045988|Ga0495776_025123: 16,852-28,719 (+)

24 25 PifA (CDS_0026) 27

MGV-GENOME-0274482: 16,852-28,719 (+)

endolysin (CDS_0024)
25 PifA (CDS_0026) 27 31

IMGVR_UViG_3300029736_000014|3300029736|Ga0245186_100723: 16,833-31,822 (+)

25 26
acetyltransferase (CDS_0027)

28 29 30 31

IMGVR_UViG_3300045988_054815|3300045988|Ga0495776_095099: 16,833-30,443 (+)

25 26
acetyltransferase (CDS_0027)

28 29 30

MGV-GENOME-0263140: 16,704-25,983 (+)

endolysin (CDS_0025) 26 27

MGV-GENOME-0272939: 16,836-24,612 (+)

endolysin (CDS_0025)

IMGVR_UViG_3300045988_012076|3300045988|Ga0495776_028943: 16,836-27,401 (+)

25
Specificity_I_00143 Type (CDS_0026)

27

MGV-GENOME-0256455: 16,835-24,898 (+)

endolysin (CDS_0025)

MGV-GENOME-0255082: 16,836-25,067 (+)

endolysin (CDS_0025)

IMGVR_UViG_3300045988_001849|3300045988|Ga0495776_041404: 16,836-24,888 (+)

25 26

IMGVR_UViG_3300045988_013096|3300045988|Ga0495776_072214: 16,836-27,450 (+)

25 26 27 28

MGV-GENOME-0270791: 16,836-25,378 (+)

endolysin (CDS_0025)
26 27

IMGVR_UViG_3300029703_000263|3300029703|Ga0245234_100225|2-40974: 16,833-28,272 (+)

endolysin (CDS_0025)
26 27 28

IMGVR_UViG_3300007105_000015|3300007105|Ga0102630_100361: 16,836-31,817 (+)

endolysin (CDS_0025) 26 27
DinG CAS-IV-A; (CDS_0028)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0029)

30

IMGVR_UViG_3300029845_000379|3300029845|Ga0245277_1000129|51184-96390: 16,836-32,506 (+)

25
holin (CDS_0026)

27

PDC-S01_WP_015504585.1 (CDS_0028)
REase_MTase_IIG_00029 Type (CDS_0029)

30

IMGVR_UViG_3300029374_000006|3300029374|Ga0243945_1000520: 16,704-32,383 (+)

endolysin (CDS_0025)
26 27 28

integrase (CDS_0029)
30

IMGVR_UViG_3300029430_000416|3300029430|Ga0243922_100341|2537-45110: 16,824-30,281 (+)

endolysin (CDS_0025)

PDC-M31A_WP_207863573.1 (CDS_0026)

27
integrase (CDS_0028)

29 33

IMGVR_UViG_3300029720_000492|3300029720|Ga0245229_1000629|850-42453: 16,836-29,017 (+)

endolysin (CDS_0025)

DNA repair protein (CDS_0026)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0027)

28
29

3031
32

IMGVR_UViG_3300029757_000187|3300029757|Ga0243876_100160|3679-46521: 16,836-30,400 (+)

25 26 27 28 29
mads_1 (CDS_0030)

31

MGV-GENOME-0178131: 18,382-24,385 (-)

3031

capH (CDS_0032)
integrase (CDS_0033)

MGV-GENOME-0283201: 16,207-29,903 (+)

24
25

26 27
28

29

virion structural protein (CDS_0030)

31 32 35

MGV-GENOME-0260988: 16,366-25,324 (+)

24
25

endolysin (CDS_0026)

MGV-GENOME-0261885: 16,744-26,898 (+)

28 29 30 31 33

IMGVR_UViG_3300045988_142467|3300045988|Ga0495776_077481: 16,836-40,981 (+)

endolysin (CDS_0025) 26
27

28

RM_Type_IIG__Type_IIG_2 (CDS_0029)
RM_Type_II__Type_II_REase37 (CDS_0030)

31 32 33 34

partition protein (CDS_0035)

36
37

38

ParB-like partition protein (CDS_0039)

40 41

MGV-GENOME-0318768: 16,836-40,981 (+)

25 26
27

28

RM_Type_IIG__Type_IIG_2 (CDS_0029)
RM_Type_II__Type_II_REase37 (CDS_0030)

31 32 33 34

partition protein (CDS_0035)

36
37

38

ParB-like partition protein (CDS_0039)

40 41

MGV-GENOME-0261493: 16,061-25,586 (+)

24
25

endolysin (CDS_0026) 28 29
anti-repressor Ant (CDS_0032)

33

IMGVR_UViG_2788500604_000003|2788500604|2788579672|107265-145656: 17,132-26,189 (+)

endolysin (CDS_0025)
Sigma M (VF0822) (CDS_0026)

MGV-GENOME-0257649: 16,955-24,618 (+)

endolysin (CDS_0025)

IMGVR_UViG_3300045988_003129|3300045988|Ga0495776_041788: 16,955-24,618 (+)

endolysin (CDS_0025)

uvig_401885: 16,911-46,868 (+)

endolysin (CDS_0025)

PDC-S03_WP_114299349.1 (CDS_0026)

27
DNA binding protein (CDS_0028)

29 30 31 32 33
major head protein (CDS_0034)

35 36 37 38 39 40

tail length tape measure protein (CDS_0041)

42 43 44
tail protein (CDS_0045)

46

holin (CDS_0047)

48

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA tmRNA pseudogene


