HspR (VF0297) (CDS_0004)
Adherence; porin (VF0713) (CDS_0007)
47 48 49 50 51 52 53 1 2 3 5 6 8

I E—
TemPhD cluster_56875:47,762-60,149 (+); 1-7,961 (+)

. S S E—
TemPhD_cluster_56880:47,793-60,122 (+); 1-7,961 (+)

TemPhD _cluster_57015:1-3,856 (-); 43,657-59,234 (-)
51 52 1 2

. . . E—
TemPhD_cluster_39268_:47,514-59,879 (+); 1-7,715 (+)
49 1

TemPhD_cluster_58407:45,735-51,562 (+); 1-5,984 (+)
1 51 50

TemPhD_cluster_39746_: 1-4,565 (-); 44,366-50,471 (-)
50 1 2

TemPhD_cluster_39747_:45,934-50,471 (+); 1-6,133 (+)
50 1 2

. S E—
TemPhD_cluster_56947:47,339-59,706 (+); 1-7,539 (+)
1 52 51 50

I — —
TemPhD_cluster_46414:1-4,466 (-); 44,267-55,204 (-)
51 1 2 3

. S . E—
TemPhD_cluster_57023:50,943-59,187 (+); 1-11,142 (+)
1 50 49

I N S E—
TemPhD_cluster_57665: 1-4,466 (-); 44,217-54,945 (-)
50

[N

I — E—
TemPhD_cluster_57663:50,511-54,949 (+); 1-10,712 (+)
51 52 1 2

I B S
TemPhD _cluster_56895:47,637-60,016 (+); 1-7,836 (+)

‘ N
[
Y
el

TemPhD_cluster_56917:1-12,394 (-); 52,194-59,920 (-)

¥ B 1 .l
TemPhD_cluster_56878:1-12,394 (-); 52,195-60,127 (-)
49 1

TemPhD_cluster_46483:45,305-54,330 (+); 1-5,504 (+)
8000 nt i
unknown function  virulence (VFDB)




