
Mycobacterium_phage_BabyRay: 40,385-50,631 (+)

70 71 72 73 74 75 76 77 78 79 80
tail fiber protein (CDS_0081)

minor tail protein (CDS_0082)

83
tRNA-Trp(CCA)

84 85 endolysin (CDS_0086)

Mycobacterium_phage_Panamaxus: 39,112-49,089 (+)

63 64 65 67 71 72

NC_054771.1: 39,124-47,877 (+)

64 hydrolase (CDS_0070) 71 72

Mycobacterium_phage_JF2: 37,430-45,953 (+)

site-specific recombination directionality factor RDF (CDS_0058)
59 60 tail fiber protein (CDS_0065) 66 67

Mycobacterium_phage_TNguyen: 42,345-50,397 (+)

77 minor tail protein (CDS_0081) 82

NC_024148.1: 42,024-50,085 (+)

75 80 81

KC172839.1: 37,793-45,926 (+)

minor tail protein (CDS_0068) 69

NC_021533.1: 37,793-45,926 (+)

68 69

Mycobacterium_phage_Puppy: 41,737-50,068 (+)

tail fiber protein (CDS_0080) 81 82

Mycobacterium_phage_Idleandcovert: 41,057-49,140 (+)

minor tail protein (CDS_0076)
77

Mycobacterium_phage_Rockstar: 39,805-47,764 (+)

67 68

Mycobacterium_phage_MK4: 38,558-46,519 (+)

66 67

JF957058.1: 40,945-49,609 (+)

73 77 minor tail protein (CDS_0081) 82

Mycobacterium_phage_Scout: 41,597-49,587 (+)

tail protein (CDS_0079) minor tail protein (CDS_0080)

Mycobacterium_phage_Anubis: 41,139-49,860 (+)

71 72 73 7475 77 82

Mycobacterium_phage_Snickers: 41,132-49,830 (+)

75

KF279418.2: 41,139-49,860 (+)

77

NC_042311.1: 41,148-49,870 (+)

75

Mycobacterium_phage_Grub: 41,134-49,847 (+)

75 79

Mycobacterium_phage_GingkoMaracino: 40,439-49,019 (+)

69 76

Mycobacterium_phage_AugsMagnumOpus: 38,847-47,551 (+)

65 66 70

Mycobacterium_phage_PhishRPhriends: 41,304-48,764 (+)

77 minor tail protein (CDS_0078)

Mycobacterium_phage_Reba: 40,480-48,420 (+)

73
minor tail protein (CDS_0074)

75

NC_054760.1: 41,390-49,299 (+)

tail fiber protein (CDS_0077) 78 79

HM755814.1: 39,972-47,497 (+)

73 tail protein (CDS_0076)
minor tail protein (CDS_0077)

78

Mycobacterium_phage_OlanP: 40,405-49,763 (+)

74 76 77

Mycobacterium_phage_Gemma: 40,810-49,582 (+)

76

KP017310.1: 40,597-48,273 (+)

minor tail protein (CDS_0074) 75

Mycobacterium_phage_AgronaGT15: 39,616-47,856 (+)

tail fiber protein (CDS_0073)
minor tail protein (CDS_0074)

75

Mycobacterium_phage_Grum1: 41,062-49,889 (+)

76 minor tail protein (CDS_0080)

Mycobacterium_Phage_Daishi: 41,496-49,721 (+)

tail fiber protein (CDS_0078)
minor tail protein (CDS_0079)

80 endolysin (CDS_0081) 82

4000 nt

integration and excision lysis other tail unknown function tRNA


