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Reverse transcriptase (CDS_0001)
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MGV-GENOME-0353124: 68,719-79,255 (-)

717276
cas12f2_V-F_3 (CDS_0077)

MGV-GENOME-0361440: 448-7,104 (+)
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MGV-GENOME-0367427: 9,440-15,601 (+)
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MGV-GENOME-0366137: 448-6,609 (+)
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MGV-GENOME-0359340: 73,585-87,040 (-)
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DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


