
MGV-GENOME-0228898: 2-12,086 (+)

1 2 3 4 5 6 7 8

uvig_189919: 16,255-24,943 (-)

33

MGV-GENOME-0277112: 2-11,042 (+)

tail protein (CDS_0001)

MGV-GENOME-0269055: 30,996-40,092 (-)

61

uvig_574612: 32,912-42,107 (-)

64

uvig_415345: 1-9,367 (+)

1

MGV-GENOME-0281128: 62-11,559 (+)

1 2 3

MGV-GENOME-0222312: 3-11,361 (+)

1

MGV-GENOME-0202808: 19,595-28,472 (-)

37

MGV-GENOME-0218232: 2-10,424 (+)

1

MGV-GENOME-0201871: 17,900-28,304 (-)

35

MGV-GENOME-0290368: 2-14,520 (+)

1 2 3 4 5

uvig_149970: 18,474-29,421 (-)

35363738

MGV-GENOME-0249797: 3-14,075 (+)

1 2 3 4 5 6 7

uvig_333457: 14,827-28,574 (-)

293031323334

MGV-GENOME-0223853: 18,249-32,201 (-)

273233343536

MGV-GENOME-0234045: 16,248-34,112 (-)

3132333435

MGV-GENOME-0300972: 29,348-46,900 (-)

5556575859

MGV-GENOME-0221234: 76-11,239 (+)

1 2 3

MGV-GENOME-0213559: 18,714-30,391 (-)

34353637

uvig_98159: 20,533-34,037 (-)

3738394041

MGV-GENOME-0246403: 3-18,263 (+)

1 2 3 4 5 6 7 8

MGV-GENOME-0255596: 18,601-37,689 (-)

29343536373839404142

MGV-GENOME-0246467: 3-17,496 (+)

1 2 3 4 5

MGV-GENOME-0210877: 18,873-29,901 (-)

37383940

MGV-GENOME-0245437: 2-10,514 (+)

1 2 7

MGV-GENOME-0203912: 18,919-28,665 (-)

34

ivig_219: 18,481-26,811 (-)

33

uvig_184229: 2-8,593 (+)

1

uvig_130782: 2-10,960 (+)

1

MGV-GENOME-0207720: 2-9,388 (+)

1

MGV-GENOME-0217950: 18,941-31,191 (-)

3435

MGV-GENOME-0256222: 29,078-37,799 (-)

58

uvig_453850: 2-9,568 (+)

1

MGV-GENOME-0232770: 18,941-32,956 (-)

3435
protease (CDS_0036)

373839

MGV-GENOME-0224271: 18,941-32,220 (-)

3435
protease (CDS_0036)

37

MGV-GENOME-0230977: 20,158-33,512 (-)

373839
protease (CDS_0040)
41

MGV-GENOME-4406240: 2-13,800 (+)

1 2 3 4 5

MGV-GENOME-0222397: 2-14,149 (+)

1 2 3 4 5

uvig_248255: 469-15,361 (+)

1 2 3 4 5 6

uvig_460995: 22,562-36,618 (-)

3637
protease (CDS_0038)

3940

MGV-GENOME-0233769: 18,498-34,054 (-)

3435363738394041

uvig_63842: 25,921-42,267 (-)

43444546PD-Lambda-1_WP_005960421.1 (CDS_0051)52
transcriptional regulator (CDS_0053)

545556

MGV-GENOME-0271568: 824-12,682 (+)

5 6 8
transcriptional regulator (CDS_0009)

1112 13 14

uvig_89858: 14,265-26,852 (-)

22272829

uvig_461279: 16,560-29,616 (-)

25
anti-repressor (CDS_0026)

transcriptional regulator (CDS_0028)

3132

7000 nt

other tail transcription regulation unknown function defence (PADLOC)


