
uvig_461279: 1,013-5,689 (+)

integrase (CDS_0002) 3 4 5 6 7 8

uvig_453850: 23,333-28,090 (-)

33

uvig_184229: 22,332-27,278 (-)

3334

MGV-GENOME-0210877: 368-4,961 (+)

3 4

MGV-GENOME-0207720: 22,432-27,100 (-)

3233

MGV-GENOME-0213559: 391-5,579 (+)

3 4

MGV-GENOME-0216675: 790-4,503 (+)

1 2

uvig_248255: 26,413-31,511 (-)

3435

uvig_415345: 24,068-29,095 (-)

3435

MGV-GENOME-0277112: 26,632-33,954 (-)

PDC-S13_WP_186842295.1 (CDS_0036)tRNA-Thr(CGT)DNA helicase (CDS_0038)

ivig_219: 1-5,247 (+)

1

MGV-GENOME-0224172: 27,205-32,253 (-)

38

uvig_98159: 3-5,021 (+)

1

MGV-GENOME-0230977: 267-4,995 (+)

2 PDC-S13_WP_186842295.1 (CDS_0003)

uvig_447098: 23,465-29,671 (-)

333536373839

MGV-GENOME-0271568: 22,139-31,335 (-)

32333536373839

MGV-GENOME-0256222: 7,177-15,806 (+)

23 24

MGV-GENOME-0281128: 24,573-32,408 (-)

3536

uvig_574612: 10,450-17,369 (+)

29 30

MGV-GENOME-0269055: 11,360-18,639 (+)

28 PD-Lambda-2_B_WP_186338929.1 (CDS_0029)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC) tRNA


