DNA ligase (CDS_0056)
porphyrin biosynthesis (CDS_0054)
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uvig 443953 :33,642-40,042 (+)
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MGV-GENOME-0306629: 35,302-40,978 (+)
55 57 58 65

uvig_205240:34,369-41,281 (+)
57 59 60

uvig 228407:35,013-42,132 (+)
53 54 59 60

uvig_551681:34,919-41,972 (+)

Rnase H
57 58 59 64 |

MGV-GENOME-0308447:33,657-41,496 (+)
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IMGVR_UViG_3300045988_070482|3300045988|Ga0495776_( 018680 34,227-41,318 (+)
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MGV-GENOME-0308746:36,187-43,181 (+)
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IMGVR_UViG_3300045988_103354|3300045988|Ga0495776_137571:31,701-38,310 (+)
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MGV-GENOME-0307662: 32,595-39,833 (+)
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Rnase H (CDS_0053)

MGV-GENOME-0290421:29,658-37,674 (+)
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MGV-GENOME-0310665: 33,272-42,316 (+)
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uvig_149383:33,272-42,316 (+)
endonuclease VII (CDS_0045)

MGV-GENOME-0291101: 28,882-36,495 (+)
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Norman_135_NODE_é_length_49793_cov_16.724456:31,638-39,965 (+)
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uvig 227097:30,220-37,992 (+)
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MGV-GENOME-0307404: 35,473-41,580 (+)
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uvig_290438:30,063-38,565 (+)
porphyrin biosynthesis (CDS_0055)
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uvig_55616:32,163-40,338 (+)
50 51 52

w
o

é

IMGVR_UViG_3300039344_000030|3300039344|Ga0169246_ 00126 30,362-39,654 (+)
52 53 54 55 57 endonuclease VII (CDS_0059)

——
uvig 48710:33,070-41,195 (+)
53 57
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IMGVR_UViG_3300045988_040585|3300045988|Ga0495776_097348:33,070-40,237 (+)
3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function




