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IMGVR_UViG_3300029650_000007|3300029650|Ga0245264_100205: 31,474-43,502 (+)

44 45 Hil| &2 53  DNA methyltransferase (CDS_0054) 60
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uvig 446797:27,983-41,300 (+)
34 40 41 42 47

IMGVR_UViG_3300008585_000009|3300008585|Ga0111082_100290: 25,865-38,227 (+)
40 41 42 45 anti-RM (APIS198) (CDS_0046)

|

MGV-GENOME-0298415:26,027-37,646 (+)
47 51 52 53 54 Lar anti-RM (APIS033) (CDS_0059)

uvig_396075: 28,187-40,709 (+)

DNA primase (CDS_0038)

39 UvsX-like recombinase (CDS_0043) 46 47 48 49

uvig_179031:26,795-41,474 (+)
48 49 50 51 52
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IMGVR_UViG_3300045988_065738|3300045988|Ga0495776_095433:29,153-42,959 (+)
46 47 48 49 54
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MGV-GENOME-0300119: 26,907-39,491 (+)
MTase_II_00157 Type (CDS_0049)
methyltransferase (CDS_0050) Holliday junction resolvase (CDS_0056)
41 42 45 46 47 48 | 51 52 55
N 0 Peee— " | — § | N S —
IMGVR_UViG_3300045988_065468|3300045988|Ga0495776_005849: 24,572-38,126 (+)
45 47 50 53
D ——————— | I . )
uvig 227097:26,170-37,371 (+)
43 44 46 47 5152
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IMGVR_UViG_3300045988_070482|3300045988|Ga0495776_018680: 26,010-38,115 (+)
48 50 53
o B I . E— L & B8 | ]
MGV-GENOME-0310665: 27,466-38,840 (+)
40 endonuclease VII (CDS_0045)
s N I I . . D ——
MGV-GENOME-0291101:23,036-34,273 (+)
39 DNA polymerase (CDS_0041) DNA polymerase (CDS_0042) 47 Lar-like restriction alleviation protein (CDS_0048)
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MGV-GENOME-0307662:25,170-36,374 (+)

44 46 47 5051 54
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IMGVR_UViG_3300039344_000030|3300039344|Ga0169246_00126:26,149-37,963 (+)

45 5051

D ———— I S S I B S S . -
uvig_290438:25,129-35,848 (+)
DNA primase 48 50 51 57
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MGV-GENOME-0308746: 27,644-39,659 (+)
48 49 53 54
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uvig 551681:26,970-38,233 (+)
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DNA methyltransferase (CDS_0046) 47
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IMGVR_UViG_3300045988_040585|3300045988|Ga0495776_097348:25,388-37,371 (+)
5000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)
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