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uvig 290438:39,402-46,511 (+); 1-3,786 (+)
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IMGVR_UViG_3300045988_040585|3300045988|Ga0495776_097348:42,493-47,926 (+)
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uvig_55616:43,448-47,532 (+)
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IMGVR_UViG_3300045988_049096|3300045988|Ga0495776_018705:42,757-48,380 (+); 1-6,100 (+)
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IMGVR_UViG_3300039344_000030|3300039344|Ga0169246 00126 42,757-48,380 (+); 1-6,100 (+)
71 72 73 74 75 76 77 78

———— - e E—
SAMEA2579980_al_ct7520:42,658-48,152 (+)
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Norman_135_NODE_6_length_49793_cov_16.724456:42,210-49,680 (+)
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MGV-GENOME-0307662: 41,607-48,967 (+)
RM_Type_II_Type_lI_MTases FAM_1 (CDS_0066)
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MGV-GENOME-0291101: 38,740-44,405 (+)
ParB-like partition nuclease (CDS_0078)
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IMGVR_UViG_3300045988_067109|3300045988|Ga0495776_018303:44,079-48,752 (+); 1-4,965 (+)
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MGV-GENOME-0306629:44,079-48,752 (+); 1-2,481 (+)
ParB-like partition nuclease (CDS_0075)
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MGV- GENOME 0308447:43,264-49,358 (+); 1-5,891 (+)
acetyltransferase (CDS_0071)
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MGV-GENOME-0302176:41,892-47,284 (+); 1-3,017 (+)
acetyltransferase (CDS_0071)
ParB-like partition nuclease (CDS_0069) 70 7273 74 75 76

IMGVR_UViG_3300045988_065468|3300045988|Ga0495776_005849:41,892-47,284 (+); 1-3,017 (+)
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