
IMGVR_UViG_3300008420_000219|3300008420|Ga0115228_100124|8907-41663: 2,395-11,404 (+)

4 5 6

RecT-like ssDNA annealing protein (CDS_0007)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0008)

9 10
Kiwa__KwaB (CDS_0011)

12 13 14 15 16 17 18 19 20

IMGVR_UViG_3300007315_000238|3300007315|Ga0104930_100239|8080-39989: 21,297-30,763 (-)

32343536Kiwa__KwaB (CDS_0037)

IMGVR_UViG_3300007996_000049|3300007996|Ga0111052_100624: 14,802-26,106 (-)

2328293031
Kiwa__KwaB (CDS_0032)
33

SRS149671_a1_ct18535_vs1: 400-9,185 (+)

7 Kiwa__KwaB (CDS_0009) 10 11 12 13

SRS147980_a1_ct114851_vs1: 23,285-30,485 (+)

Kiwa__KwaB (CDS_0036) 37 38

SRS016969_a1_ct22691_vs1: 23,527-30,926 (+)

37 38 39 40 41 42

IMGVR_UViG_3300008664_000245|3300008664|Ga0111493_100517|1-27652: 20,669-27,649 (+)

34 35 36 37 38 39

SRS051060_a1_ct11570: 21,722-30,677 (+)

30 37 38 39 40 41 42

IMGVR_UViG_3300008755_000213|3300008755|Ga0114091_100001|51718-82731: 25,176-31,011 (+)

Kiwa__KwaB (CDS_0037)
38 39 40 41 42 43

SRS147664_a1_ct8373_vs1: 19,547-30,244 (-)

34353637
Kiwa__KwaB (CDS_0038)

42
Sak4-like ssDNA annealing protein (CDS_0043)

44

IMGVR_UViG_3300045988_119578|3300045988|Ga0495776_149445: 671-10,767 (+)

9 10 11 12 13

IMGVR_UViG_3300008472_000016|3300008472|Ga0115373_1000319: 23,136-32,201 (-)

373839

IMGVR_UViG_7000000698_000109|7000000698|SRS024318_LANL_scaffold_79211: 2,776-11,841 (+)

13 14 15

IMGVR_UViG_3300045988_083334|3300045988|Ga0495776_010138: 23,648-30,657 (+); 1-5,518 (+)

141 42 43 44 45 46 47

IMGVR_UViG_3300019469_000027|3300019469|Ga0197712_10007: 22,801-31,422 (+); 1-1,629 (+)

34 35 36 37
MTase_II_00074 Type (CDS_0038)

39

SRS143253_a1_ct7207_vs1: 25,543-35,086 (-)

373839404142

IMGVR_UViG_3300045988_085303|3300045988|Ga0495776_176136: 377-10,547 (+)

9 10 11 12 13 14 15

IMGVR_UViG_3300006253_000220|3300006253|Ga0099372_1000185|37593-69424: 23,063-30,120 (-)

32333435363739

IMGVR_UViG_7000000651_000069|7000000651|SRS063932_LANL_scaffold_50304: 340-7,397 (+)

8

SRS017511_a1_ct44180_vs1: 23,162-32,137 (+)

38 39 40 41 42 43 44 46

IMGVR_UViG_3300045988_114746|3300045988|Ga0495776_167702: 278-7,413 (+)

8 11 12 14

IMGVR_UViG_7000000044_000041|7000000044|SRS013170_Baylor_scaffold_68730: 22,259-31,389 (+)

Kiwa__KwaB (CDS_0038)
39 40 41 42 43 44 45 46 47 48

IMGVR_UViG_3300006479_000010|3300006479|Ga0100247_1000273: 22,810-32,010 (+)

Kiwa__KwaB (CDS_0039)
40 41 42 43 44 45 46 47 48

IMGVR_UViG_3300019477_000026|3300019477|Ga0197716_100041: 10,868-20,895 (+)

Kiwa__KwaB (CDS_0023) 24 25 26 27 28

IMGVR_UViG_3300028510_000017|3300028510|Ga0307860_1057: 22,329-30,724 (+)

Kiwa__KwaB (CDS_0036) 37 38 39 40 41

SRS062544_a1_ct33468_vs1: 22,611-30,988 (+)

Kiwa__KwaB (CDS_0037)
38 39 40 41 42

IMGVR_UViG_3300007297_000023|3300007297|Ga0104793_100664: 23,430-29,776 (+)

40

MGV-GENOME-0175840: 17,790-24,039 (+)

29 30

SRS148820_a1_ct20324: 22,421-30,407 (+)

Kiwa__KwaB (CDS_0037) 38 39 40

IMGVR_UViG_3300009965_000034|3300009965|Ga0133741_100037: 22,718-30,357 (+)

Kiwa__KwaB (CDS_0040) 41 42 43

IMGVR_UViG_3300008739_000039|3300008739|Ga0114021_100496: 23,501-30,958 (+)

Kiwa__KwaB (CDS_0038) 39 40

SRS019126_a1_ct42492_vs1: 30,699-39,234 (+); 1-1,629 (+)

Kiwa__KwaB (CDS_0047)
48 49 50 51 52 53

MGV-GENOME-0194280: 16,341-26,051 (-)

272829Kiwa__KwaB (CDS_0030)

SRS078182_a1_ct32777_vs1: 20,287-29,478 (+)

36Kiwa__KwaB (CDS_0038) 39 40 41 42

MGV-GENOME-0226469: 21,538-31,775 (-)

3334353637
oMTase_00015 orphan (CDS_0038)

3940

MGV-GENOME-0223051: 1,014-13,391 (+)

Kiwa__KwaB (CDS_0010) 11 12 13 14 15 16 17

SRS022077_a1_ct31782_vs1: 23,430-29,564 (+)

38 39 40

IMGVR_UViG_7000000046_000076|7000000046|SRS013252_Baylor_scaffold_9696: 22,490-30,969 (+)

36 Kiwa__KwaB (CDS_0038) 39 40 41 42 43 44 46

IMGVR_UViG_3300008743_000153|3300008743|Ga0114022_1000100|19388-51714: 25,858-32,324 (+)

RecT-like ssDNA annealing protein
Kiwa__KwaB (CDS_0038) 39 40 41 42 43 44

IMGVR_UViG_3300045988_090778|3300045988|Ga0495776_033906: 21,081-31,227 (-)

33343536Kiwa__KwaB (CDS_0037)
Bet-like ssDNA annealing protein (CDS_0041)

FtsK/SpoIIIE-like protein (CDS_0042)

IMGVR_UViG_3300045988_119586|3300045988|Ga0495776_119220: 21,166-31,914 (+)

34 36 37
oMTase_00015 orphan (CDS_0038)

39 40 41 42 43 44 45 46

MGV-GENOME-0222105: 22,555-31,914 (+)

36 37
oMTase_00015 orphan (CDS_0038)

39 40 41 42 43 44 45 46

SRS144546_a1_ct26855_vs1: 28,335-32,247 (+)

40
exonuclease (CDS_0041)

42

IMGVR_UViG_7000000443_000026|7000000443|SRS058808_LANL_scaffold_35184: 28,142-34,048 (+)

39 40 43

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


