phosphoesterase (CDS_0020)

virion structural protein (CDS_0016) capH (CDS 0023)
minor‘ tail protein (CDS_0017)
13 14 minor tail protein (CDS_0015) 18 19 | 2122 2425T27
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MGV-GENOME-0236554: 10,266-26,350 (+)

phosphoesterase (CDS_0020)
18 19 21
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MGV-GENOME-0243155:9,714-26,740 (+)

phosphoesterase (CDS_0023)

18 19[T22. 24 27

MGV-GENOME-0258817: 9,708-29,907 (+)
phosphoesterase (CDS_0024)
20
18 191212223 | 2526

ﬁGV—GENOME-OZSWll: 10,265-30,478 (+)
phosphoesterase (CDS_0021)

18 T20 | 2223

%ﬁ

MGV-GENOME-0235934: 10,265-26,588 (+)
20
18 192122

MGV-GENOME-4407486: 10,265-25027 (+)
acetyltransferase (CDS_0019)
20 22 27
18 T21T 23 24 25 262829

Vg 233827: 10,253-30,529 (+)
dUTPase (CDS_0024)
20 23
18 19121 22] | 252627 28 29

MGV-GENOME-0266193: 10,301-31,417 (+)
dUTPase (CDS_0023)
20
18 19]2122 | 242526 27 28

MGV-GENOME-0266027: 10,301-31,386 (+)
20
18 19121

Uvig_494663: 10,263-28,051 (+)
18 19202122 23

— — . A E—
SAMNOS414980 al_ct206362 vs1:10,265-25,927 (+)

19
18 [2021
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MGV-GENOME-0230356: 10,266-24,854 (+)

holin (CDS_0026) dUTPase (CDS_0034)
endolysin (CDS_0025) 32
18 19T 21 222324 |27 28 29 30 313 | 353637 38 39

MGV-GENOME-0297633: 10,301-37,886 ()
phosphoesterase (CDS_0030)
holin (CDS_0027)
20 22 endolysin (CDS_D026)
18 191217 232425 \ 28 29 | 3132333435

MGV-GENOME-0306322: 10,247-36, 111 (+)
holin (CDS_0027)
20 22 endolysin (CDS_0026) phosphoesterase (CDS_0030)
18 19]21 ] 232425 | 2 29 [ 31 35 37

MGV-GENOME-0283424:10,271-35,290 (+)

endolysin (CDS_0026)
20 22 25 holin (CDS_0027) 30 33

18 19]2172324] | T 28 29 3132 ]34

MGV-GENOME-0347130: 10,266-34,951 (+)
endolysin (CDS_0025) phosphoesterase (CDS_0040)
20 24 holin (CDS_0026) 29 32 36
18 19] 21 2223 | [ 27 2871303133 34 35373839 | 414243 44
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MGV-GENOME-0305972:10,247-39,939 (+)
acetyltransferase (CDS_0032)
phosphoesterase (CDS_0034)
20 23 26 30
18 19121 22242527 28 29[31

35
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MGV-GENOME-0283509: 10,263-34,426 (+)

acetyltransferase (CDS_0037)

25 phosphoesterase (CDS_0039)
22 26 2931 35
18 19 20 21]23 24| 27283032 33 3436 40
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MGV-GENOME-0284005: 10,302-34,707 (+)

acetyltransferase (CDS_0029)
phosphoesterase (CDS_0031)
2123 27
18 19 20[2224 25 2628 | 30 32

MGV-GENOME-0265150: 10,302-31,080 (+)
endolysin (CDS_0026) phosphoesterase (CDS_0044)
20 25 34 36 40
18 197]21222324] 27 28 29 30 3132333537 38 39[414243 45
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MGV-GENOME-0319437:10,302-40,774 (+)

20
212325 29 31
18 19]122[2426 27 28B0 32 33

uvig_441706_:10,247-31,934 (+)
acetyltransferase (CDS_0027)

phosphoesterase (CDS_0029)

2123 26

18 192022 24 25 30 3132
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MGV-GENOME-0275103: 10,266-33,390 (+)
acetyltransferase (CDS_0026)
phosphoesterase (CDS_0028)
21 25

18 192022 23 24| 29 3031
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MGV-GENOME-0253372: 10,266-29,452 (+)
minor tail protein (CDS_0018)
acetyltransferase (CDS_0026)
21 phosphoesterase (CDS_0028)
20 25
171912223 24T | 27 | 29 3031

VGENOME 0236928:9,711-26,563 (+)

%I

acetyltransferase (CDS_0028)
21 283 27
14 15 19 2072224 25 26] | 2930 31 3233
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uvig_13293:9,728-33,357 (+)

acetvltransferase (CDS_0028)

phosphoesterase (CDS_0030)

dUTPase (CDS_( 0026)

18 192122 23T25T27 31 3233

MGV-GENOME-0261028: 10,266-29,922 (+)
acetyltransferase (CDS_0030)
phosphoesterase (CDS_0032)
20 2224 28 33 36
18 19121 [2325 26 2729 | 31 | 3435 [ 37

MGV-GENOME-0279237:10,263-33,960 (+)
acetyltransferase (CDS_0026)
20 22 25 | 27 30
18 19[21 23 241 | [2829 [31

MGV-GENOME-0268210: 10,266-32,077 (+)
phosphoesterase (CDS_0029)
21 25 32
18 192022 23 24262728 30 31 ]33
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MGV-GENOME-0263087: 10,229-30,653 (+)
21 25 31
18 192022 23 24] 2627 28 29 30 |32

u-vig,lll725: 10,229-31,007 (+)
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DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (PADLOC)
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