
IMGVR_UViG_3300045988_082753|3300045988|Ga0495776_171113: 29,265-36,692 (+)

35
DNA methyltransferase (CDS_0036)

37

single strand DNA binding protein (CDS_0038)
Sak4-like ssDNA annealing protein (CDS_0039)

PDC-S48_WP_070739794.1 (CDS_0040)
41 42 43 44 45 46

transcriptional repressor (CDS_0047)
CII-like regulator (CDS_0048)

IMGVR_UViG_3300028993_000019|3300028993|Ga0169647_100150: 23,212-29,069 (+)

DNA methyltransferase 34 41 42

TemPhD_cluster_49842: 23,890-30,220 (+)

endonuclease (CDS_0035)
37 41

retron_type_VI_hth_cluster2_1 (CDS_0042)
44

TemPhD_cluster_27345: 25,215-31,392 (+)

38 42 43

OTU_2175: 21,557-29,646 (+)

endonuclease (CDS_0035)
37 replication initiation O-like (CDS_0043)

TemPhD_cluster_60799: 23,361-30,220 (+)

oMTase_00018 orphan (CDS_0031) 37 38 42 43 transcriptional repressor (CDS_0044)

TemPhD_cluster_49247: 23,586-30,263 (+)

38

TemPhD_cluster_36523_: 23,828-29,513 (+)

37 CI-like repressor (CDS_0042)
transcriptional repressor (CDS_0043)

TemPhD_cluster_60500: 25,400-28,972 (+)

37

TemPhD_cluster_35755_: 25,346-29,187 (+)

36

TemPhD_cluster_49028_: 26,083-32,104 (+)

36 CI-like repressor (CDS_0040)

MGV-GENOME-0247634: 19,325-25,287 (+)

31

IMGVR_UViG_2513237219_000005|2513237219|2513260678|2007693-2050163: 24,398-31,226 (+)

38

TemPhD_cluster_41624: 24,722-30,830 (+)

37

IMGVR_UViG_2869462744_000017|2869462744|2869462876|10346-54682: 26,467-32,548 (+)

42

IMGVR_UViG_2903307284_000006|2903307284|2903307518|91781-134937: 25,094-31,117 (+)

37

TemPhD_cluster_49191: 24,555-30,458 (+)

38

TemPhD_cluster_17507: 24,211-30,112 (+)

36

TemPhD_cluster_49418: 24,211-30,237 (+)

36 37

IMGVR_UViG_2563366805_000010|2563366805|2563391199|22376-64173: 24,900-30,951 (+)

37

TemPhD_cluster_60721: 25,385-32,313 (+)

37

uvig_293532: 18,047-25,228 (+)

structural protein (CDS_0024)
tail fiber protein (CDS_0025) 30

TemPhD_cluster_48739_: 26,644-34,171 (+)

40 42

TemPhD_cluster_41191: 26,644-33,871 (+)

40

uvig_280758: 29,848-35,698 (+)

endonuclease (CDS_0039)
41

IMGVR_UViG_2859662220_000003|2859662220|2859662220|1651599-1696107: 23,737-29,653 (+)

excisionase (CDS_0030)
DNA methyltransferase (CDS_0032)

TemPhD_cluster_36050: 17,603-28,730 (+)

tail fiber protein (CDS_0024)
tail fiber assembly protein (CDS_0025)

O-acetyltransferase (CDS_0026)

RecA filament binding protein DinI (CDS_0027)

integrase (CDS_0028) DNA methyltransferase (CDS_0031)
DNA methyltransferase (CDS_0032)

33

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail transcription regulation unknown function defence (PADLOC)


