
TemPhD_cluster_60500: 13,886-26,256 (+)

baseplate hub (CDS_0018)
19 20

baseplate spike (CDS_0021)

baseplate wedge subunit (CDS_0022)
baseplate wedge subunit (CDS_0023)

24
tail fiber protein (CDS_0025)

26 27 28

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

32single strand DNA binding protein (CDS_0033)

TemPhD_cluster_41191: 17,315-27,530 (+)

tail fiber protein (CDS_0028) tail fiber assembly protein (CDS_0029)

TemPhD_cluster_49842: 13,922-24,776 (+)

20 tail fiber protein (CDS_0025) 26 DNA methyltransferase (CDS_0030)

OTU_2175: 13,931-24,508 (+)

head morphogenesis (CDS_0020)
tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)

TemPhD_cluster_49080_: 14,086-23,849 (+)

tail fiber protein (CDS_0025)
tail fiber assembly protein (CDS_0026)

oMTase_00018 orphan (CDS_0030)

TemPhD_cluster_41973: 14,040-26,561 (+)

21 tail fiber protein (CDS_0026) 27 DNA invertase (CDS_0028)

SAMEA2580066_a1_ct3381_vs1: 14,098-27,196 (+)

20 tail fiber protein (CDS_0025)
tail assembly chaperone (CDS_0026)

27 tRNA-Thr(CGT)

IMGVR_UViG_2751185923_000001|2751185923|2751258925|394748-444904: 13,912-32,844 (+)

20 25 26
tail fiber assembly protein (CDS_0027)

28 29

Lamassu-Fam__LmuA_effector_Mrr (CDS_0030)
Lamassu-Fam__LmuC_acc_Mrr (CDS_0031)

Lamassu-Fam__LmuB_SMC_Mrr (CDS_0032)
33 34 35

TemPhD_cluster_49191: 13,912-25,441 (+)

tail fiber protein (CDS_0025) 26
tail fiber assembly protein (CDS_0027)

28

IMGVR_UViG_2903307284_000006|2903307284|2903307518|91781-134937: 14,098-25,980 (+)

tail fiber protein (CDS_0025) 26 27

IMGVR_UViG_2916412399_000001|2916412399|2916412399|938768-981372: 13,560-28,212 (+)

virion structural protein (CDS_0017)
20 baseplate spike (CDS_0021)

tail fiber protein (CDS_0025)

26
O-antigen acetylase (CDS_0027)

28 29
30

31

TemPhD_cluster_36523_: 13,790-24,714 (+)

20 baseplate spike (CDS_0021)
tail fiber protein (CDS_0025)

tail fiber assembly protein (CDS_0026)

O-acetyltransferase (CDS_0027)

IMGVR_UViG_2563366805_000010|2563366805|2563391199|22376-64173: 14,447-27,142 (+)

tail fiber protein (CDS_0025)
tail fiber assembly (CDS_0026)

27 28 29
Sak4-like ssDNA annealing protein (CDS_0034)

PDC-S48_WP_070739794.1 (CDS_0035)

TemPhD_cluster_60721: 14,461-27,627 (+)

19 tail fiber protein (CDS_0025)
tail fiber assembly (CDS_0026)

tail fiber assembly protein (CDS_0027)

28 29

IMGVR_UViG_2513237219_000005|2513237219|2513260678|2007693-2050163: 14,098-26,640 (+)

tail collar protein (CDS_0025)
tail fiber assembly (CDS_0026)

tail fiber assembly protein (CDS_0027)
virion structural protein (CDS_0028)

29 30

TemPhD_cluster_41624: 14,098-26,964 (+)

tail collar protein (CDS_0025)

tail fiber assembly (CDS_0026)
tail fiber assembly protein (CDS_0027)

DNA invertase (CDS_0028)
29

IMGVR_UViG_2851008297_000011|2851008297|2851008297|4093455-4144353: 13,834-33,555 (+)

19 tail fiber protein (CDS_0025)

tail fiber assembly protein (CDS_0026)

27 28 29 30

DNA repair protein (CDS_0031)
anti-RM (APIS039) (CDS_0032)

33 34 35 36 37

IMGVR_UViG_2869462744_000017|2869462744|2869462876|10346-54682: 13,834-27,353 (+)

tail fiber protein (CDS_0025)

tail fiber assembly protein (CDS_0026)

27 28 29 30
DNA repair protein (CDS_0031)

anti-RM (APIS039) (CDS_0032)

TemPhD_cluster_49028_: 17,698-28,473 (+)

tail fiber protein (CDS_0025)
tail fiber assembly protein (CDS_0026)

DNA methyltransferase (CDS_0030) 35

TemPhD_cluster_49659: 17,397-27,153 (+)

tail fiber protein (CDS_0025)
tail fiber assembly protein (CDS_0026)

DNA methyltransferase (CDS_0030)

TemPhD_cluster_27345: 16,973-28,050 (+)

tail fiber protein (CDS_0025)

tail fiber assembly protein (CDS_0026)
DNA invertase (CDS_0027)

DNA methyltransferase (CDS_0031) endonuclease (CDS_0036)

IMGVR_UViG_3300028993_000019|3300028993|Ga0169647_100150: 16,119-25,605 (+)

23 24 DNA methyltransferase (CDS_0028)

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


