
TemPhD_cluster_36523_: 10,316-22,675 (+)

tail assembly chaperone (CDS_0014)
tail length tape measure protein (CDS_0015)

16

virion structural protein (CDS_0017)
baseplate hub (CDS_0018)

19 20

baseplate spike (CDS_0021)
baseplate wedge subunit (CDS_0022)

baseplate wedge subunit (CDS_0023)

structural protein (CDS_0024)
tail fiber protein (CDS_0025)

tail fiber assembly protein (CDS_0026)

O-acetyltransferase (CDS_0027)
integrase (CDS_0028)

excisionase (CDS_0029)

TemPhD_cluster_49659: 10,349-21,909 (+)

19 20 baseplate spike (CDS_0021)

uvig_280758: 10,316-19,643 (+)

19 20 baseplate spike (CDS_0021) tail fiber protein

TemPhD_cluster_49028_: 10,316-23,231 (+)

19 20 baseplate spike (CDS_0021) tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)

TemPhD_cluster_35755_: 10,316-22,494 (+)

19 20 baseplate spike (CDS_0021)

IMGVR_UViG_2916412399_000001|2916412399|2916412399|938768-981372: 9,873-19,058 (+)

virion structural protein (CDS_0013)
tail length tape measure protein (CDS_0015) 19 20 baseplate spike (CDS_0021)

IMGVR_UViG_2925939204_000007|2925939204|2925939204|3227108-3267092: 10,316-19,322 (+)

19 baseplate spike (CDS_0020)

TemPhD_cluster_60721: 10,679-19,605 (+)

19 20

TemPhD_cluster_49390: 10,316-19,123 (+)

19 20

TemPhD_cluster_60500: 10,349-22,175 (+)

19 20 tail fiber protein (CDS_0025) 26 27

TemPhD_cluster_41973: 10,513-22,456 (+)

20 21 tail fiber protein (CDS_0026) 27

TemPhD_cluster_49080_: 10,304-21,403 (+)

19 20 tail fiber protein (CDS_0025)

TemPhD_cluster_49842: 10,310-21,403 (+)

19 20 tail fiber protein (CDS_0025)

OTU_2175: 10,316-21,141 (+)

19 head morphogenesis (CDS_0020) tail fiber protein (CDS_0025)

IMGVR_UViG_2903307284_000006|2903307284|2903307518|91781-134937: 10,316-23,534 (+)

19 20 tail fiber protein (CDS_0025) 26 27

MGV-GENOME-0247634: 10,316-19,483 (+)

19 head morphogenesis (CDS_0020) 26

uvig_293532: 10,316-20,152 (+)

19 head morphogenesis (CDS_0020) tail fiber protein (CDS_0025) single strand DNA binding protein (CDS_0026)

SAMN01041764_a1_ct6039_vs1: 11,228-19,281 (+)

head morphogenesis (CDS_0020)

MGV-GENOME-0155323: 10,919-18,728 (+)

head morphogenesis (CDS_0020)
baseplate spike (CDS_0021)

uvig_247734: 10,919-19,066 (+)

20

uvig_369774: 10,721-18,910 (+)

20

IMGVR_UViG_2563366848_000004|2563366848|2563393420|22355-64721: 10,919-19,123 (+)

20

IMGVR_UViG_2778261296_000006|2778261296|2778297246|24-40064: 10,919-21,422 (+)

20 25 27

uvig_370706: 10,894-18,967 (+)

20

TemPhD_cluster_41624: 10,316-19,026 (+)

19 20

MGV-GENOME-0165556: 10,733-18,809 (+)

20

TemPhD_cluster_41191: 10,268-23,418 (+)

19 20

Arc-like repressor (CDS_0021)
anti-repressor Ant (CDS_0022)

23 tail fiber protein (CDS_0028)

IMGVR_UViG_2617270953_000007|2617270953|2617319884|20903-62492: 10,316-21,923 (+)

19 20 27

IMGVR_UViG_2609459819_000001|2609459819|2609498137: 10,349-21,979 (+)

19 20 tail fiber protein (CDS_0025)

TemPhD_cluster_25609: 10,952-23,071 (+)

20 baseplate spike (CDS_0021)
tail collar protein (CDS_0025)

26

TemPhD_cluster_36134: 10,919-21,697 (+)

20 21 baseplate spike (CDS_0022)
tail fiber protein (CDS_0026)

tail fiber assembly protein (CDS_0027)

virion structural protein (CDS_0029)

MGV-GENOME-0181997: 10,952-19,037 (+)

20 21 24 25

TemPhD_cluster_27345: 10,919-23,449 (+)

20
baseplate wedge subunit (CDS_0022)

tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026) 30

IMGVR_UViG_2878947168_000002|2878947168|2878947188|429483-474311: 10,300-19,538 (+)

virion structural protein (CDS_0017) 19 20 21 25

IMGVR_UViG_2869530470_000002|2869530470|2869530470|1386944-1431208: 10,300-19,417 (+)

19 20 21

TemPhD_cluster_48446: 10,300-19,293 (+)

19 20 21

IMGVR_UViG_2540341169_000001|2540341169|2540348202|2092478-2138019: 10,300-19,478 (+)

19 20 21 PD-T4-9__PD-T4-9_C (CDS_0022)

IMGVR_UViG_2876683032_000002|2876683032|2876683032|1698256-1743729: 10,300-19,936 (+)

19 20 21

IMGVR_UViG_2906522602_000001|2906522602|2906522615|1364601-1409458: 10,297-19,388 (+)

19 20 21

IMGVR_UViG_2859336585_000002|2859336585|2859336585|2684728-2731371: 10,329-19,845 (+)

19 20 21

IMGVR_UViG_2922103611_000003|2922103611|2922103611|1749058-1795341: 10,300-19,814 (+)

15 20 21 22 25

uvig_314411: 10,300-19,438 (+)

19 20

TemPhD_cluster_16826: 10,300-24,283 (+)

19 20 21 tail protein (CDS_0026) tail fiber protein (CDS_0027) 28 29

uvig_287932: 13,822-22,773 (+)

19 tail fiber protein (CDS_0024)
tail fiber assembly protein (CDS_0025)

Rha-like transcriptional regulator (CDS_0026)

27 28 29 terminase small subunit (CDS_0030)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail transcription regulation unknown function defence (DefenseFinder)


