anti-termination protein Q-like (CDS_0060)
transcriptional regulator (CDS_0056) methyltransferase (CDS_0063) transposase (CDS_0068)
57 58 59 | alpha-2(CDS_0061) 62 64 65 66 67 69

1§
§-
#

IMGVR_UViG_2869462744 000017|2869462744|2869462876[10346-54682: 36,920-44,335 (+)
methyltransferase (CDS_0057)
Rz-like spanin (CDS_0060)
endolysin (CDS_0059)
alpha-2 (CDS_0055) 56 58 \ 61 1 2 head morphogenesis (CDS_0003)

TemPhD cluster_29489:34,724-42,141 (+); 1-3,720 (+)
holin/anti-holin (CDS_0057)
methyltransferase (CDS_0056)
Rz-like spanin (CDS_0059)
alpha-2 (CDS_0054) 55 endolysin(CDS_OOgs) 60

I D e I I B BN S —
OTU_2175:32,817-40,226 (+)
queuine tRNA-ribosyltransferase (CDS_0062) methyltransferase (CDS_0068)

alpha-2 (CDS_0066) 67 69 70 Rz-like spanin (CDS_0071)

#
.
:
\.

IMGVR_UViG_2751185923 000001|2751185923|2751258925|394748-444904:41,969-50,155 (+)
methyltransferase (CDS_0061)
endolysin (CDS_0063)
alpha-2 (CDS_0059) 60 62 Rz-like spanin (CDS_0064)

E

TemPhD_cluster 49191:34,506-42,694 (+); 1-3,720 (+)
methyltransferase (CDS_0064) Rz-like spanin (CDS_0068)
holin (CDS_0066)

alpha-2 (CDS_0062) endolysin (CDS_0067)
60 61 63 holin (CDS_0065) | 69
I & —  —  ——&» §p 0 —— ————— —————————— [ ]

A . —
TemPhD cluster_49080_:34,678-43,042 (+); 1-3,720 (+)
Rz-like spanin (CDS_0064)
endolysin (CDS_0063)
HNH endonuclease (CDS_0059) 62 \ 65

I s
TemPhD_cluster_60500: 37,515-43,463 (+); 1-3,720 (+)
anti-termination protein Q-like (CDS_0055) holin (CDS 0058) Rz-like spanin (CDS_0060)
49 54 56 57 endolysin (CDS_0059)

|
|
i
|

TemPhD_cluster_41973:33,656-41,042 (+); 1-3,720 (+)
Rz-like spanin (CDS_0061)
endolysin (CDS_0060)
54 holin (CDS_0059) \ transcriptional regulator (CDS_0062)

— DN

TemPhD_cluster_27345:35,420-42,065 (+); 1-3,720 (+)
tRNA-Asn(GTT)

4 T 59 60 61 62

w

|
TemPhD cluster_49842:34,340-40,666 (+); 1-3, 720( )
endolysin (CDS_0058)
holin/anti-holin (CDS_0057) 59 60

I N
TemPhD cluster 41624:36,156-42,074 (+); 1 3,720 (+)
endolysin (CDS_0056)
55 57 58 59

I
i*

TemPhD_cluster_49659:35,411-41,306 (+); 1-3,720 (+)
endolysin (CDS_0059)
58 60 61 62

{
|
|
|

I [ e —
MGVR_UVIG_2513237219_000005|2513237219|2513260678|2007693-2050163: 36,552-42,469 (+)

endolysin (CDS_0061)
60 62 63

I I
MGVR_UVIG_2903307284. OOOOO(’)IZ9OS307284\2903307518|91781 134937:36,014-43,155 (+)
4000 nt {
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation
— I

unknown function tRNA
N I



