
TemPhD_cluster_49128: 34,279-42,802 (+); 1-2,301 (+)

replicative helicase-primase (CDS_0001)
terminase large subunit
51 52 53 anti-TA (APIS117) (CDS_0054)

anti-RM (APIS111) (CDS_0055)

56

HNH endonuclease (CDS_0057)

exonuclease (CDS_0058)
5960 6162 63 64

Control_protein_00001 control (CDS_0065)

TemPhD_cluster_49136: 34,278-42,799 (+); 1-2,301 (+)

Mom-like DNA modification protein (CDS_0055) 59

TemPhD_cluster_49110: 34,324-42,844 (+); 1-2,301 (+)

59 64

TemPhD_cluster_41368: 25,853-36,504 (+)

38

TemPhD_cluster_60638: 34,325-42,850 (+); 1-2,301 (+)

60

TemPhD_cluster_22469_: 34,224-42,738 (+); 1-2,298 (+)

55 59 61

TemPhD_cluster_20368: 33,970-42,142 (+); 1-2,301 (+)

60 64 HNH endonuclease (CDS_0066)

TemPhD_cluster_49403: 25,435-35,662 (+)

35 37 40

TemPhD_cluster_25620: 34,485-42,527 (+); 1-3,226 (+)

2 3HNH endonuclease (CDS_0059)

TemPhD_cluster_25663: 25,599-35,284 (+)

35 37 40

TemPhD_cluster_60706: 25,901-35,561 (+)

35 40

TemPhD_cluster_49152: 35,664-42,730 (+); 1-2,298 (+)

60 65

TemPhD_cluster_41634: 33,565-41,990 (+); 1-2,298 (+)

58 61 63

TemPhD_cluster_48884_: 35,611-43,552 (+); 1-2,298 (+)

57 HNH endonuclease (CDS_0059) 62 64 66

TemPhD_cluster_49342: 34,053-42,198 (+); 1-2,298 (+)

57 60 65

TemPhD_cluster_41248: 35,495-43,397 (+); 1-2,298 (+)

60 61 63 64

TemPhD_cluster_49604: 33,766-41,431 (+); 1-2,298 (+)

59 60 62

TemPhD_cluster_41470: 35,803-42,427 (+); 1-2,298 (+)

60

TemPhD_cluster_41152: 35,608-43,768 (+); 1-2,298 (+)

HNH endonuclease (CDS_0054)
56 60

TemPhD_cluster_35688_: 35,321-43,481 (+); 1-2,298 (+)

59

TemPhD_cluster_22458_: 35,447-43,195 (+); 1-2,298 (+)

60

TemPhD_cluster_27290: 34,304-42,652 (+); 1-2,301 (+)

63 68

TemPhD_cluster_41492: 33,811-42,077 (+)

56 HNH endonuclease (CDS_0058) 61

TemPhD_cluster_49200: 34,017-42,654 (+); 1-2,301 (+)

61 63 64 65
ParB-like partition protein (CDS_0067)

69

TemPhD_cluster_41532: 27,337-42,239 (+); 1-2,301 (+)

tail protein (CDS_0048)
tail spike protein (CDS_0049)

50 DNA helicase (CDS_0052) 56 60 63

TemPhD_cluster_32010: 34,148-43,117 (+)

53 55 DNA polymerase (CDS_0056) 57 59

6000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) anti-defence (dbAPIS)


