HNH endonuclease (CDS_0053)

holin (CDS_0051) endolysin (CDS_0054)
47 48 49 50 holin (CDS_0052) 5556 57 58 59 60 61 terminase (CDS_0062)
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TemPhD_cluster_25663:36,935-41,794 (+)

TemPhD_cluster_60706:37,652-42,567 (+)

TemPhD_cluster_49342:4,389-8,750 (+)
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TemPhD_cluster_49152:3,530-8,442 (+)

8nucleotide kinase (CDS_0009) 15 21
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TemPhD_cluster_41470:3,969-8,804 (+)

4 5 nucleotide kinase (CDS_0008) 12 13 14
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TemPhD_cluster_41248: 3,240-8,525 (+)
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TemPhD_cluster_32223:3,963-8,917 (+)
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TemPhD_cluster_20368: 3,963-8,916 (+)
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X X :4,158-9,883 (+)

14 15 portal protein (CDS_0023)
L — I S— I I
TemPhD_cluster_22469_:4,116-11,670 (+)
13 14
e
TemPhD_cluster_35688_: 3,960-11,055 (+)
15 1617 22
I E— I S e —
KC139518.1:4,089-9,862 (+)
nucleotide kinase 14 20
[ N 1 —
TemPhD_cluster_25620: 4,590-9,901 (+)

58

-—
TemPhD_cluster_49403:37,950-41,989 (+); 1-2,782 (+)
13 15 19

| R S
TemPhD_cluster_41532:4,708-10,213 (+)
14 16
I BN S I —
TemPhD_cluster_60638:4,825-10,266 (+)
15 16
I e
TemPhD_cluster_48884 :4,703-11,541 (+)
14 19 20 head morphogenesis (CDS_0026) Hoc-like head decoration (CDS_0027)

TemPhD_cluster_27290:5,600-13,318 (+)
18 19

TemPhD_cluster_49164:5,581-12,943 (+)
17 18

TemPhD_cluster_32010: 5,181-13,090 (+)
15 19 20 head morphogenesis (CDS_0026)

I 1 I N S
TemPhD_cluster_41492:5,093-14,090 (+)

3000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function
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