
TemPhD_cluster_48884_: 42,270-43,552 (+); 1-5,759 (+)

replicative helicase-primase (CDS_0001) 2 3 4 5 6 7 8 9

holin (CDS_0010)
holin (CDS_0011)

endolysin65 66
Control_protein_00001 control (CDS_0067)

TemPhD_cluster_49152: 41,469-42,730 (+); 1-6,320 (+)

2 6 7 9 10 11 endolysin (CDS_0015)65

TemPhD_cluster_41152: 43,416-43,768 (+); 1-6,726 (+)

2 4 7 8 13 14

TemPhD_cluster_41248: 41,667-43,397 (+); 1-6,026 (+)

2 3 5 nucleotide kinase (CDS_0008)63 64 66

TemPhD_cluster_41492: 40,520-42,456 (+); 1-5,675 (+)

2 3 4 6 962 63 64 67

TemPhD_cluster_41470: 38,963-42,427 (+); 1-5,524 (+)

2 3 4 5 nucleotide kinase (CDS_0009)exonuclease (CDS_0059) 60 62

TemPhD_cluster_32010: 41,061-43,447 (+); 1-5,462 (+)

2 3 5 nucleotide kinase (CDS_0009)64 66 67

TemPhD_cluster_49604: 39,274-41,431 (+); 1-5,787 (+)

2 3 459 60 62

TemPhD_cluster_41634: 39,363-41,990 (+); 1-5,807 (+)

2 3 465

TemPhD_cluster_25663: 29,754-38,464 (+)

35 42 43

TemPhD_cluster_60486: 39,896-43,414 (+); 1-5,898 (+)

2 3 4 5 868 HNH endonuclease (CDS_0070)

TemPhD_cluster_27290: 39,126-42,652 (+); 1-5,899 (+)

2 3 4 5

TemPhD_cluster_49200: 40,638-42,654 (+); 1-5,638 (+)

2 3 4
ParB-like partition protein (CDS_0067)

69

TemPhD_cluster_60669: 40,777-42,724 (+); 1-5,457 (+)

2 363 66

TemPhD_cluster_49403: 29,849-38,705 (+)

40 45 46

TemPhD_cluster_32223: 38,796-42,143 (+); 1-5,331 (+)

2 3 464

TemPhD_cluster_20368: 38,795-42,142 (+); 1-5,331 (+)

2 3 4

KC139518.1: 40,999-42,215 (+); 1-6,221 (+)

3 5 6 7

TemPhD_cluster_60638: 40,903-42,850 (+); 1-5,580 (+)

2 3

TemPhD_cluster_49110: 40,897-42,844 (+); 1-5,580 (+)

2 364

TemPhD_cluster_49136: 40,852-42,799 (+); 1-5,826 (+)

2 3 4

TemPhD_cluster_41368: 32,256-40,089 (+)

46 47 48

TemPhD_cluster_22469_: 40,836-42,738 (+); 1-5,484 (+)

2 361

3000 nt

DNA, RNA and nucleotide metabolism lysis other unknown function defence (PADLOC)


