
TemPhD_cluster_35695_: 24,863-40,346 (+)

tail length tape measure protein (CDS_0043)
44

minor tail protein (CDS_0045)
minor tail protein (CDS_0046)

tail protein (CDS_0047)
tail spike protein (CDS_0048)

49

HNH endonuclease (CDS_0050)

DNA helicase (CDS_0051)

DNA methyltransferase (CDS_0052)

Lar-like restriction alleviation protein (CDS_0053)

HNH endonuclease (CDS_0054)

endonuclease (CDS_0055)
56 anti-TA (APIS117) (CDS_0057)

anti-RM (APIS111) (CDS_0058)
59

TemPhD_cluster_41152: 24,812-40,634 (+)

tail spike protein (CDS_0049) 50
DNA helicase (CDS_0051)

DNA methyltransferase (CDS_0052)

TemPhD_cluster_35688_: 24,864-41,898 (+)

tail spike protein (CDS_0048) 49

HNH endonuclease (CDS_0050)
DNA helicase (CDS_0051)

DNA methyltransferase (CDS_0052) 59 exonuclease (CDS_0060)

TemPhD_cluster_22458_: 24,651-40,061 (+)

tail spike protein (CDS_0049) 50
DNA helicase (CDS_0051)

DNA methyltransferase (CDS_0052) 58

TemPhD_cluster_27290: 24,249-40,460 (+)

tail spike protein (CDS_0053)54
DNA helicase (CDS_0055)

HNH endonuclease (CDS_0056) 63

TemPhD_cluster_41492: 22,910-38,949 (+)

tail spike protein (CDS_0048)
49

DNA helicase (CDS_0050)
DNA methyltransferase (CDS_0051)

55 56 HNH endonuclease (CDS_0058)

TemPhD_cluster_25663: 13,968-31,190 (+)

tail spike protein (CDS_0025)
26

HNH endonuclease (CDS_0027)

DNA helicase (CDS_0028)

TemPhD_cluster_60706: 14,288-31,492 (+)

tail spike protein (CDS_0025)
26

HNH endonuclease (CDS_0027)

terminase large subunit (CDS_0028)

TemPhD_cluster_49152: 24,033-40,868 (+)

tail spike protein (CDS_0050)
51

52

HNH endonuclease (CDS_0053)

terminase large subunit (CDS_0054)

TemPhD_cluster_41532: 23,741-40,532 (+)

tail spike protein (CDS_0049)
50

HNH endonuclease (CDS_0051)

DNA helicase (CDS_0052)

TemPhD_cluster_41634: 22,937-39,208 (+)

tail spike protein (CDS_0047)
48 49

DNA helicase (CDS_0050)

HNH endonuclease (CDS_0051)

TemPhD_cluster_49342: 23,116-39,792 (+)

tail spike protein (CDS_0048)
49

HNH endonuclease (CDS_0050)

51 52 55 57

TemPhD_cluster_48884_: 24,134-41,597 (+)

tail spike protein (CDS_0050)
51

52

HNH endonuclease (CDS_0053)

DNA helicase (CDS_0054)

TemPhD_cluster_41248: 23,982-40,786 (+)

tail spike protein (CDS_0048)
49

50
51

DNA helicase (CDS_0052)

TemPhD_cluster_49604: 23,084-38,993 (+)

tail spike protein (CDS_0047)
48

49
50 51

TemPhD_cluster_49200: 23,265-39,879 (+)

tail spike protein (CDS_0050) 51 52 53 54 61

TemPhD_cluster_20368: 23,042-40,078 (+)

tail fiber protein (CDS_0050) 51
52

terminase large subunit (CDS_0053)

TemPhD_cluster_49403: 14,491-31,123 (+)

tail fiber protein (CDS_0027)

28
29

terminase large subunit (CDS_0030)

KC139518.1: 22,749-40,083 (+)

tail spike protein (CDS_0050)

51
52

terminase large subunit (CDS_0053) HNH endonuclease (CDS_0060)

TemPhD_cluster_49110: 23,077-40,712 (+)

tail fiber protein (CDS_0048) 49 terminase large subunit (CDS_0050)

TemPhD_cluster_41470: 23,672-41,669 (+)

tail spike protein (CDS_0049)
50

HNH endonuclease (CDS_0051)

DNA helicase (CDS_0052)

HNH endonuclease (CDS_0053)

endonuclease (CDS_0054)
55 56 60 61 62 63

TemPhD_cluster_32010: 23,165-39,422 (+)

tail spike protein (CDS_0048)
49

50 DNA helicase (CDS_0051) 53 55 DNA polymerase (CDS_0056) 57

7000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function anti-defence (dbAPIS)


