HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0050)

Streptococcal plasmin receptor/GAPDH DH'(VF1042) (CDS_0049) retron_type_VI_hth_cluster2_1 (CDS_0061)
QueC-like queuosme biosynthesis (CDS_0051) DNA binding protein (CDS_0060)

endolysin (CDS_0048)
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porphyrin biosynthesis (CDS_0053) transcriptional regulator (CDS_0063)
integrase (CDS_0054) replication initiation protein
transcriptional repressor (cDS. 0052) 55 5657 58 59 62 | 64
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uvig 479672:22,397-39,126 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0031)
Streptococcal plasmin receptor/GAPDH (VF1042) (CDS_0030)
endolysin (CDS_0029) transcriptional repressor (CDS_0033)
l porphyrin biosynthesis (CDS_0034)
24 T2627T—[)uec ike queuosme biosynthesis (CDS_0032) 35 36
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uvig 240698:13,160-27,521 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0047)
Streptococcal plasmin receptor/GAPDH DH(VF1042) (CDS_0046)
QueC-like queuosme biosynthesis (CDS_0048)
endolysin (CDS_0045) porphyrin blosynthe5|s (CDS_0050)
41 44 |ntegrase (CDS_0051)
40 [4243] transcriptional repressor (CDS_0049 52 5354 55 56
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uvig 478185:21,050-37,677 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0038)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0031)
Streptococcal plasmin receptor/GAPDH (VF1042) (CDS_0030)
endolysin (CDS_0029 ‘ porphyrin biosynthesis (CDS_0034)collagen like minor tail (CDS_0039)
25 28 transcriptional repressor (CDS_0033) 36
24 T2627T QueC-like queuosine biosynthesis iCD 0032) 35 T37 40 41 42 43 4445 46 47 replication initiation protein (CDS_0052)
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uvig_237344:13,160-36,879 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0046)
Streptococcal plasmin receptor/GAPDH (VF1042) (CDS_0045)
endolysin (CDS_0044) trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0055)
holin (CDS 0043) porphyrin biosynthesis (CDS_0049)
transcriptional repressor CDS_0048) 51
ike queuosine biosynthesis (CDS_0047) 50 TSZ 53 54 | 56 57 58 59 60 6162 63 64
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uvig_201733:21,041-45,241 (+)

25 28
24 [2627] 29 30 31

MGV-GENOME-0257809: 13,160-21,225 (+)
endolysin (CDS_0029)
25 28
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uvig_248248:13,160-25,100 (+)

endolysin (CDS_0041)
holin (CDS_0040)
3839] | 42 43 44 45 46
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IMGVR_UViG_3300008096_000468|3300008096|Ga0114155_1000502|14002-47746:21,092-31,316 (+)
endolysin (CDS_0040)
holin (CDS_0039)
3738 | 41 42 43 44
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uvig_519468:20,296-29,544 (+)
endolysin (CDS_0041)
holin (CDS_0040)
3839] | 42 43 44 45
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IMGVR_UViG_3300029589_000325|3300029589|Ga0245106_100210/67505-101283: 21,124-31,351 (+)
endolysin (CDS_0046)

holin (CDS_0045)
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IMGVR_UViG_3300045988 O98339|3300045988\Ga0495 003525 22,561-32,876 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin reS|stance histidine kinase VanS (NFO33091.0) (CDS_0042)
Streptococcal plasmin receptor/GAPDH (VF1042) (CDS_0041)
QueC-like queuosme biosynthesis (CDS_0043)
endolysm (CDS_0040) porphyrin biosynthesis (CDS_0045)
holin (CDS_0039) integrase (CDS_0046)
3738T \ transcriptional repressor (CDS_0044) 47 48 49 50

|
i
\

IS N O R S . L | W - —
uvig 434513 :21,156-37,708 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0046)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0042)
Streptococcal plasmin receptor/GAPDH (VF1042) (CDS_0041)
QueC-IiEe queudsine biosynthesi§ (CDS_0043)
endolysin (CDS_0040)
holin (CDS_0039)
3738] | 44 45

47 48 49 50 51 52 53
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uvig_62021:21,072-38,299 (+)

endolysin (CDS_0048)
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uvig 407133:21,962-35,741 (+)
endolysin (CDS_0046)
43 45
42 Ta4] 47 48 4950 51
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MGV-GENOME-0239857:21,981-32,878 (+)
endolysin (CDS_0046)
43 45

36 37 42 [44] 47 48 4950 51
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MGV-GENOME-0240719:21,360-33,000 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0031)
24 25 26 27 28 29 3032 33 34 35 36 37 38
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uvig_74188:13,371-31,533 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0042)
38 39 40 4143 44 45 46 47 4849 50 51
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uvig_206326:21,111-36,427 (+)
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uvig 169726:21,315-29,705 (+)
drt-UG4 DRT (CDS_0045)
endolysin (CDS_0040)
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38 39 4174344 46 47 48 4950 51 52 55
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MGV-GENOME-0267700:21,111-38,272 (+)

integrase (CDS_0038)
3 39 4041 42
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uvig_185107:20,763-28,332 (+)
toxin-antitoxin system HicB-like (CDS_0046)
hemolysin (CDS_0026) toxin (CDS_0045)
endolysm (CDS_0029) transposase (CDS_0042) L
holin (CDS_0028) ABC transporter (CDS_0034) integrase (CDS_0043,
24 25|27] | 30 31 32 33 35 36 3738 39 40 41 | 44 |

capH (CDS_0051)
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uvig 184749:13,365-41,467 (+)
toxin-antitoxin system HicB-like (CDS_0030)
transposase (CDS_0026)
toxin (CDS_0029)
2425 27 287 | 31 32
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uvig_562089:13,353-25,506 (+)
toxin-antitoxin system HicB-like (CDS_0047)
hemolysm(CDS 0027) metal-dependent hydrolase (CDS_0041)
endolysm (CDS_0030) integrase (CDS_0044,
25 29 42 toxin (CDS_0046)
24 126 | 28] 3132 33 34 35 36 37 38 39 40 ‘ 43 | 45] | 4849 50 51
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uvig 479772:13,293-36,763 (+)
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