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56 57 58 59 60 61 62 63 64

MGV-GENOME-0257809: 13,160-21,225 (+)
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47 48 49 50

uvig_62021: 21,072-38,299 (+)
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uvig_206326: 21,111-36,427 (+)
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metal-dependent hydrolase (CDS_0041)

42
43

integrase (CDS_0044)

45
toxin (CDS_0046)
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