HNH endonuclease (CDS_0020) structural protein (CDS_0023)
baseplate wedge subunit (CDS_0022) tail collar protein (CDS_0027) tail fiber assembly protein (CDS_0031)  endolysin (CDS_0034)
19 21 24 tail protein (CDS_0025) 26 28 29 30 32 33 35 36
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uvig_410789:15,513-28,194 (+)
tail collar protein (CDS_0027)
tail protein (CDS_0025) 26 28 29 30
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MGV-GENOME-0262473:15,513-27,709 (+)
24 tail collar protein (CDS_0025)
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uvig_557522:15,430-23,747 (+)
unknown function (CDS_0026)
HNH endonuclease (CDS_0023) 25 27 28 29 30 31 3233 34
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IMGVR_UViG_3300045988_104095|3300045988|Ga0495776_005642: 15,584-27,004 (+)
unknown function (CDS_0026)

25 27 28

29 30 31

I 1 e W=
MGV-GENOME-0266322: 15,584-27,004 (+)

unknown function (CDS_0026) tail fiber assembly protein (CDS_0032)
25 27 28 29 30 31 33

HNH endonuclease (CDS_0023)
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IMGVR_UViG_3300045988_121845[3300045988|Ga0495776_128208: 14,580-27,144 (+)
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IMGVR_UViG_3300045988_072675|3300045988|Ga0495776_005534: 18,907-27,275 (+)
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SAMNO5414927_al_ct2634:18,907-26,647 (+)
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uvig_581295:17,901-25,082 (+)

27 nucleotide kinase (CDS_0028)

IMGVR_UViG_3300045988_124387|3300045988|Ga0495776_029189:16,969-25,004 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function
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