Mu Gam-like end protection (CDS_0020)

11 12 13 14 15 16 17 18 19 21

Han_2018_ERR1398201_NODE_418_length_37483_cov_216.962007:8,372-12,499 (+)
15 16 17 20

uvig_481511:7,861-12,112 (+)
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uvig_253435:9,196-13,059 (+)

21 radical SAM domain protein (CDS_0023) 27 DNA transposition protein (CDS_0028)

MGV-GENOME-0254565:9,308-15,074 (+)

MGV-GENOME-0178764:9,659-15,195 (+)
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MGV-GENOME-0231867: 9,455-15,215 (+)

16

MGV-GENOME-0200306: 7,860-11,316 (+)
21 22 DNA transposition protein

uvig_78176:8,814-12,966 (+)

18 19
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uvig 30353:8,658-13,444 (+)

uvig 470487:9,746-14,074 (+)

MGV-GENOME-0196409:8,543-13,684 (+)

MGV-GENOME-0196468:9,463-14,410 (+)
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MGV-GENOME-0230685: 10,528-14,351 (+)

[ 2000 nt i

DNA, RNA and nucleotide metabolism integration and excision other unknown function
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